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- - -MPPAAMAPPPPPQGSSTGDPLYDELWHACAGPLV - TVPRVGDLVFYFPQGH I EQ
--------- MSSQGAGGGVGDPEL FAELWRACAGPLV - EVPQRDERVFYFLQGHLEQ
SPSAGGVSDQPPSPPEVAEEQKCLNSELWHACAGPLV - SLPAVGSRVVYFPQGHSEQ
-MAGSVVAAAAAAGGGT GSSCDAL YRELWHACAGPLV - TVPRQGEL VY YFPQGHMEQ
------ M| TFADLAEPAPGAERCVDRQL WL ACAGGMC - TVPPVGAAVYYFPQGHAEH
SAAS | GPPQPPPPPAPPEEEKKCLNSELWHACAGPLY - CLPTVGTRVVYFPQGHSEQ
-MEL AGPTEGDGGGSVDSQLWAACAGSMS - SVPPVGAAVYYFPQGHAEQ
-MEQEQDEEEEEAEASPRE | PEMTSAAAA - -
------- MEMAANPGGSGTCSDAL FRELWHACAGPLV - TVPKRGERVYYFPQGHMEQ
- ---MGIDLNTVEEEAEEGAAAAVCGEL WHACAGPGV - ALPRRGSAL VYL PQAHLAA
- - -MKDQGSSGVSPAPGEGEKKA | NSELWHACAGPLV - SLPPVGSLVVYFPQGHSEQ
SSSSGSVLPAQAASPEAVEEQKCLNSELWHACAGPLY - SLPAVGSRVVYFPQGHSEQ
- - - -MITFVDSAAKERERESDKCL DPQLWHACAGGMV - QMPPVSSKVYYFPQGHAEH
MAAAAAAAVVGSGCEGEKTKAPA I NSELWHACAGPLYV - SLPPAGSLVVYFPQGHSEQ

AAAAAVARAGGGGGGGGGGGEDAL FTELWSACAGPLV - TVPRVGEKVFYFPQGH | EQ
KLSPPASADMPQAL PENDGEQRCLNSELWHACAGPLV - SLPVVRSRVVYFPQGHSEQ
TAAASPVEGL TGGGGGGGGGVDGL FVELWRACAGPLYV - TVPAVGERVFYLPQGH | EQ
LRNAAAL L DEMQL MGET QGAKKYV I NSELWHACAGPLV - CLPQRGSLVYYFPQGHSEQ
DEEEAAEEVAANGSSPAPARAGAVCLELWHACAGPVA - PLPRKGGVVVYLPQGHL EH
EDEEEGGATGTVTAPAEARAGGAVCLELWHACAGPVA - PLPRKGSAVVYLPQGHL EH
- -MG|DLNNTASGGEEDAPAPGPVCRDLWHACAGPVV - SLPRRGSAVVYLPQGHL SA
- -MKEVGEVEEVRCL DPQLWHACAGGMYV - QMPAPRSRVYYFAQGHAEH
AAAASSSATAAVAACEGERKAAA I NSELWHACAGPLV - SLPPVGSLVVYFPQGHSEQLL I TVLVHYQSGWEHWAYWLPFSVALLVWS | DSLGRTNPA| | RAFLFRK
MARPPAATAPPPPPPPPPPPPPP | DRLVWLACAAPLS -RIPVVGTQVSYFPEGHAEQ
----- MAQPPDAAAAAAVPPPVV | DRDVWHACAVPYSGVLPGVGTLVYY | PHGH I EQ
-------- MAAAAAPLADDGDG | VDRDMWL ACAAPNSGRL PAVGSVVFYFVDGHAAQ
EPGHGEATPTTSSSAQF QT QAQQVTRDMWMACAAPKSGRLPTVGSLVYYFPDGHAEQ
----- MAASNHSSGKPGGVL SDAL CRELWHACAGPLV - TLPREGERVYYFPEGHMEQ
SVSPTSSSSASVSVVSSNSAGGGVCLELWHACAGPL | - SLPKRGSLVLYFPQGHLEQ
PSSSSSCSSGSSSSSSSTGSASS | YSELWHACAGPLT - CLPKKGNVVVYFPQGHLEQ
TSQSTLLEEMKLLKDQSGTRKPV INSELWHACAGPLV - CLPQVGSLVYYFSQGHSEQ
- - - -MRLSSAGFNPQPHEGEKRVLNSELWHACAGPLV - SLPPVGSRVVYFPQGHSEQ
- - -MKAPSSNGVSPNPVEGERRN I NSELWHACAGPL | - SLPPAGSLVVYFPQGHSEQ
----- MKL STSGL GQQGHEGEKCL NSELWHACAGPLV - SLPSSGSRVVYFPQGHSEQ
MANRGGEYL YDELWKL CAGPLV - DVPQAQERVYYFPQGHMEQ

———————— MEQEKSL DPQLWHACAGSMV - Q1 PSLNSTVFYFAQGHTEH
------ MANVEADFRTSGSNDDEL YTELWKACAGPLV -EVPRYGERVFYFPQGHMEQ
MESGNVVNAQPELSGI| I DGSKSYVYEQLWKL CAGPLC-DIPKLGEKVYYFPQGH I EL
MENNGEMNAQPELSGI IDITKTYMYEKLWN I CAGPLC-VLPKPGEKVYYFPQGH | EL
MESGNVVNTQPELSGI| I DGSKSYMYEQLWKL CAGPLC-DIPKLGEKVYYFPQGH | EL
METGNVVNAQPELSGI| | DRSKSYMYEQLWKL CAGPLC-DIPKLGEKVYYFPQGN | EL
———————— M1 NVMNPMKGGT EKGL DPQL WHACAGGMV - RMPPMNSKVF YFPQGHAEN
-------- MSPPSATAGD | NHREVDPT | WRACAGASV - QI PVLHSRVYYFPQGHVEH
- -MASVEGDDDFGSSSSRSYQDQL YTELWKVCAGPLV - EVPRAQERVFYFPQGHMEQ
- - - -MKAPSNGFLPSSNEGEKKP I NSQLWHACAGPLV - SLPPVGSLVVYFPQGHSEQ
METGNVVNAQPELSGI I DGSKSYMYEQLWKL CAGPLC-DIPKLGENVYYFPQGN | EL
MESGN | VNAQPKLSGI I DGSKSYMYEQLWKL CAGPLC-DIPKLGENVYYFPQGN | EL
MESGN | VNAQPELSGI| I DGSKSYMYEQLWKL CAGPLC-DIPKLGEK|YYFPQGN I EL
MESGNVVNVQSELSGI| I DGSKSYMYEQLWKL CAGPLC-DIPKLGEKVYYFPQGH | EL
GEGQKSNSTRSAAAERALDPEAAL YRELWHACAGPLYV - TVPRQDDRVFYFPQGH | EQ
- -MKL STSGL GGQQAGQEGEKKCLNSELWHACAGPLV - SLPTAGSRVVYFPQGHSEQ
------ MNHTSGGNPHPGGCNDAL YKELWHACAGPLV - TLPCEGERVYYFPQGHMEQ
-MKSPANGAAAAVTNGEGVEKKS | NPELWQACAGPLV - NLPAAGTHVVYFPQGHSEQ
NKRNG | ARGSSSFPVAGEGSEDAL YKELWHACAGPLV - TVPRQGELVYYFPQGH | EQ
QTNLLEEMKLLKEFQDQSGTRKA INSELWYACAGPLV -SLPQVGSLVYYFPQGHSEQ
QTNLLEEMKLLKEFQDQSGIRKAINSELWYACAGPLV -SLPQVGSLVYYFPQGHSEQ
ATGAGGTATTSTATNGEGAEKKS | NPELWQACAGPLYV - NLPAAGTHVVYFPQGHSEQ
---------------- MRVAEKCL DSQLWHACAGSMV - QMPAVNSKVFYFPQGHAEH
-MAFAAMNHT SGGNPHAGGCNDAL YKELWHACAGPLV - TLPREGELVYYFPQGHMEQ
AMNRGGGGGSFSQANSEGCGEDDL YTELWKACAGPLV - DVPKRGERVF YFPQGHMEQ
SEAMEGQKGHSTHPSSARDAETAL YNELWHACAGPLV - TVPREGDHVFYFPQGHLEQ
----- MITFMEAKE | LKEEADKCL DSQLWHACAGGMYV - QMPAVNSKVF YFPQGHAEH
SSPSSSSAASAL SASGSGSGTSPVCLELWHACAGPL | - SLPKRGS | VVYVPQGHLEQ
- - - -MRHSSASFNPQTQEGEKRVLNSELWHACAGPLV - SLPAVGSRVVYFAQGHSEQ
RLSSSSSSTTGFNQVTQEGDNKCLNSELWHACAGPLV - SLPHVGSRAVYFPQGHSEQ
———————————— MPQPQL TEL SRVDPRFWRACAGSSV - QI PAVNSRVYYFPQGHFEQ

G| GGGGGGGSL SQGNSEGCGGDDL YTELWKACAGPLYV -DVPKRGERVFYFPQGHMEQ
- ---MRHSSAGFNPQTHEVEKRVLNSELWHACAGPLV -SLPAVGSRAVYFPQGHSEQ
NSFCTNGDSSCSSNSSSSPVSSSIYLELWHACAGPLT -SLPKKGNVVVYFPQGHLEQ

SSPSSSSAASALSASGSGSSTSSVCLELWHACAGPL | -SLPKRGSVVVYFPQGHLEQ
---------------- MGVGCDDL YTELWKACAGPLV -DVPKDGERVFYFPQGHMEQ
MRLSSSSSSTGFNQQTPEGDKKCLNSELWHACAGPLV -SLPHVGSRVVYFPQGHSEQ
-------------- MAHAERGDDL YSELWKACAGPLV -DVPKAGERVFYFPQGHMEQ
----MKVPSNGFLPNSAEGERKS INSELWHACAGPLV -SLPPVGSLVVYFPQGHSEQ
----MKVPSNGFLPNFAEGERKCINSELWHACAGPLV -SLPPVGSLVVYFPQGHSEQ
- -MKLSTSGLGGQQAGQEGEKKCLNSELWHACAGPLV -SLPTMGSRVVYFPQGHSEQ

MKETEKKSL DPQLWQACAGSMV - HI PPLNSTVFYFPQGHAEH
MPQLTEL SRVDPR | WRACAGSSV - QI PT INSRVYYFPQGHLEQ
VLKTTKCFNNGL PPRNPQENKDDL YTELWHACAGPLV - YVPRAGDKVFYFPQGHMEQ
----------------------- LYTELWYACAGPLYV - YVPRVGDKVFYFPQGHLEQ

MESGSSVSSAGALPGG+EGEKKALYSELWHACAGPLVGSLP+VGSRV+YFPQGHSEQ- - - - - - - - - - - - - oo oo oo o oo m oo o
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-VEASMN - - QVADSQMRL YDL PSKL - - - L CRVL NVEL KAEQDTDEVYAQVML MP - EPEQN - - -

-LQEPTDP -ALLAEQIKMFQVPYKI - - -LCKVVNVELKAETETDEVFAQITLQP -DPDQENL -
-VAASTNK -EMESQIPNYPNLPPQL - - - I COLHNVTMHADAETDEVYAQMTLQP -LSPQELK -
-LEASTD- -QQLDQHLPLFNLPSKI - - -LCKVVNVELRAETDSDEVYAQIMLQP -EADQNE - -
------- ALGLAAPELSAARVPALV - - -PCRVASVRYMADPDTDEVFARIRLVP -LRA

-VAASTNK -EVEGH I PNYPNLPAQL - - - ICQLHDVTMHADVETDEVYAQMTL QP -LNPQEQN -
-ASAAVDLSSARVPPLV - - -PCRVVAVRFMADAESDEVFAKIRLVPLRPGDAVVD

-ATASSSSPTSVSPSAT ASAAASTSASGSPFRSSDGA -

-LEASTN- -QQLDQYLPMFNLPSKI - - -LCSVVNVELRAEADSDEVYAQIMLQP -EADQSE - -
------ DGGGGEVPPAGAAAVPPHV - - -ACRVVGVELRADAATDEVYARLALVAEGEML QRNFREGG- - - - GE
-VAASMH - -KELDNIPGYPSLPSKL - - - ICKLLSLTLHADSETDEVYAQMTLQP -VNKYDRDA - - - - - - - - ML
-VAASTNK -EMESQIPNYPNLPPQL - - - ICQLHNVTMHADAETDEVYAQMTLQP -LSPQELK - - - - - - -----
——————— AQGHGPVEFPGGRVPALV - - -LCRVAGVRFMADPDTDEVFAK I RLVPVRANEQGYA- - ------GD
------------------------------ ADPETDEVYAQMTLQP -VTSYGKEA--------LQ
-DADAQIPSYPNLPSKL - - - ICILHSVTMLADPDTDEVYARMTLQPVSNCDKET - - - -- - - - - LL
-VEASTN- -QVGEQRMQL YNLPWK| - - -LCEVMNVELKAEPDTDEVYAQLTLLP-ESKQQEDN=- - - - - -- - GS
-VAASTNK -EVDAQIPNYPNLPPQL - - - ICQLHNVTMHADAETDEVYAQMTLQP -LSPEEQK - - - - - - - - - - -
-VEASTNQ-VAEQQGAPLYNLPWKI - - -PCKVMNVELKAEPDTDEVYAQLTLLP -EKQQDGNGSGNGNVS -KD
-VAATTRK - IPNSRIPNYPNLPSQL - - -LCQVHNITLHADKDTDEVYAQMTLQPVNSETDVF - - - - - - - - - - -
------- LGDAPAAAAAAAAVPPHYV - - -FCRVVDVTLLADAATDEVYAQLSLVPEKEEVARR- - -------AD
-LGAAPGSGPGAAVPPHV - - -FCRVVDVSLHADAATDEVYAQVSLVADNEEVERRMREGE - - - -DG
----- AGAGGGIRGEVAVALPPHV - - -ACRVVDVELC- - -----VFERNLHGG-----------------GlI
- -ADGGGGAAAAAAELGPRALPPLV - - -LCRVEGVQFLADRDSDEVYAKIRLAPVAPGEAEFREP - - - - - - DE
MRKKVYKSN I I LRNAFSMLLETAEYLLNLSFLFQVAASMQK -DVDAHVPSYPNLPSKL - - - ICLLHGVNLHADPDTDEVYAQMTLQP -VNTYGKEA - - - - - - - - LQ

-CPAPLPDPLPSAHRFF---LCTITAVDLSADTTTGEPYAT ISLLPLRHDAPA - -
-CAEDPALLLSRLPDPIHPVPCTVADLVLDVDAESGEAYATISLLP---------
----FCQFPAPLLEQLAVPG-PRVF - - -LCTVAAVRLRADALTNEAYAEITLDP -VADHDV - - - - - - - - - -

CLSRPQEPLPG--RIF---LCKVTDVRLGA-AATNEALATISLVP-IAADDHAFQ------- LQ
-LEASMH- -QGLEQQMPSFNLPSK| - - -LCKVINIQRRAEPETDEVYAQITLLP-ELDQSE---------- PT

APDFSAAIYGLPPHV - - -FCRILDVKLHAETTTDEVYAQVSLLPESEDIERKVREG- - - - - I
----DAMVSYSSPLEIPKFDLNPQI - - -VCRVVNVQLLANKDTDEVYTQVTLLP -LQEFSMLNGEGKE - - -VK
-VAVSTRR-SATTQVPNYPNLPSQL - - -MCQVHNVTLHADKDSDE | YAQMSLQPVHSERDV - - - - - - - - - - FP
-VAASTNK -EVDAHIPNYPSLHPQL - - - ICQLHNVTMHADVETDEVYAQMTLQP -LNAQEQK - - - - - - - - - - -
-VAASMQ- -KQTDF IPSYPNLPSKL - - - ICMLHNVTLNADPETDEVYAQMTL QP -VNKYDRDA - - - - - - - - LL
-VAATTNK -EVDGHIPNYPSLPPQL - - - ICQLHNVTMHADVETDEVYAQMTLQP -LTPEEQK -
LEASTQQ-VDLNTMKPLFVLPPKI - - -LCNVMNVSLQAEKDTDEVYAQITL IPVGTEVDE - -
————————— AHAPPDFHAPRVPPL | - - -LCRVVSVKFLADAETDEVFAKITLLP-LPGNDLDLEND- - - - -AV
-LVASTNQ-GVVDQE IPVFNLPPKI - - -LCRVLSVTLKAEHETDEVYAQITLQP -EEDQSE - -

-VETSTR- -EELNELQP I CDLPSKL QCRVIAIHLKVENNSDETYAE I TLMP
-IENSTR- -DELDHIRPIFDLPSKL - - -RCRVVAIDRKVDKNTDEVYAQISLMP -
-VEASTR- -EELNELQP ICDFPSKL - - -QCRVIAIQLKVENNSDETYAE I TLMP -
-VEASTR- -EELNELQP ICDLPSKL QCRVIAIHLKVENNSDETYAKITLMP -DTTVSENL - - - - ------
————————— AYDCVDFGNLP IPPMV - - -LCRVLAIKYMADAESDEVFAKLRL IP-LKDDEYV - - - - - - - - -

---------- CCPLLSTLPSSTSPV---PCIITSIQLLADPVTDEVFAHL ILQP -MTQQQFT -

-LVASTNQ-GINSEEIPVFDLPPKI - - -LCRVLDVTLKAEHETDEVYAQITLQP -EEDQSE - -
-VAASMQ- -KQTDF IPNYPNLPSKL - - - ICLLHSVTLHADTETDEVYAQMTLQP - VNKYDREA - - - - - - - - LL
-VDASTR- -EELNELQP ICDLPSKL - - -QCRVIAIHLKVENNSDETYAEITLMP - - - - - - - - - - - - - oo - - D

-VQASTR- -EELNELQP ICDLPSKL - - -QCRV IAIHLKVENNSDE | YAEITLMP -

-VEASTR- -EELNELKP ICDLPSKL - - -QCRV IAIQLKVENNSDETYAE ITLMP -

-VEASTR- -EELNELQPNCDLPSKL - QCRVIAIHLKVENNSDETYVEITLMP - - - - - - - - -
VEASTN- -QAAEQQMPL YDLPSKL - LCRVINVDLKAEADTDEVYAQITLLP-EANQDEN

-VAATTNK -EVDAHIPNYPSLPPQL - - - ICQLHNVTMHADVETDEVYAQMTLQP -LTPQEQK -

-LEASMH - -QGMEQQMPSFNLPSK - - -LCKVVNVQRRAEPETDEVYAQITLLP-EPDQSE - ---------
-VAASLKK -DVNAQIPNYPNLPSKL - - -LCLLHNVTLHADPETDEVYVQMTLQP -VSSFDKDA - - - - - - - - LL
-VEASTNQ-VADDQQMPAYNLPPKI - - -LCRVVNVQLKAELDTDEVFAQVILLP-VAEQDVD -

-VAVSTKR-SATSQIPNYPNLPSQL - - -LCQVHNVTLHADKDTDE | HAQMSL QPVNSEKDV - -
-VAVSTRR-SATSQIPNYPNLPSQL - LCQVHNVTLHADKDTDE I YAQMSLQPVNTEKDV - - - - - - - - - -
-VAASMKK -DVDAQIPNYPNLPSKL - - -LCLLHNVTLHADPETDEVYAQMTLQP -VSSFDKDA - - - - - - - - LL
--------- AQGSVEFGHFQIPAL I - - -PCKVSAIKYMADPETDEVYAKIRL IP-LNNSDLMLGH- - - - - -GC
-LEASMH- -QGMEPQMPLFNLPSK I - LCKVVNVQRRAEPETDEVYAQITLLP-EPDQSE----------
-LEASTN- -QELNQRVPLFNLPSKI - LCRVINTQLLAEQETDEVYAQITLLP-ESDQIE- -
-VEASTN- -QVADQQMPLYDLPPKI - LCRVVNVQLKAEPDTDEVFAQVTLLP -LHNQDEN -
-ACEPVDFRNLPGASHT - - -LCRVSA | KFMADPETDEVFAKIRLVP - INSNE I DL

--LPDLPLGIYDLPPHV---FCRVVDVKLHAEAASDDVYAQVSLVPESEEIEQKLREG- - - - - VF
VAASTNK -EVDARIPNYPSLPPQL - - - ICQLHNVTMHADVETDEVYAQLTLQP -LSPQEQK - -
VAASTNK -EVDAHIPNYPSLPAQL - - - ICQLHNVTMHADVETDEVYAQMTL QP -L SPEDKK - - -
---SSSSTAPHPPFLTNLALSKPSI - - -PCQISAVDFLADPVTDEVFTRLLL IPLDNPFSNLPLSFL ----E
VRFHLLPSPVEASTNQ-VADDQQMPAYNLSPKI - - -LCRVVNVQLKAELDTDEVFAQVILLP-ETQQDVE--------- LV
AQGSVDFGHFQIPALI - - -PCKVSAIKYMAEPETDEVYAKIRLTP -SSNSDLMFGD - - - - - - GC
-VEASTN- -QVADQQMPLYNLLPKI - - -LCRVVNVQLKAEPDTDEVFAQVTLLP -EHNQDES -

SQSPVDFPQ-RIPSLV LCRVASVKFLADPGTDEVFAKISLVP-LPDADLD -

-LEASTN- -QELNQRVPLFNLPSKI - --LCRVIHTQLLAEQDTDEVYAQITL IP-ESDQIE- -

-VAASTNK -EVNAQIPSYPSLPAQL - - - ICQLHNVTMHADVETDEVYAQMTLQP -LSPQEQK - - - - - - - - - - -

-LASSS - - -PFSHRDMPNFDLHPQI - - -FCKVVNVQLLANRENDEVYTRLTLLPQPEVVGQDLEGKE - - - -LQ
--LPDLPLAVYDLPSHV---FCRVVDVKLHAEAASDEVYAQVSLVPESEE I EQKLREG- - - - - IF

-LEASTN- -QELNQQIPRFNLPPKI ---LCRVVNIQLLAEQDTDEVYAQITLHP-EVDQTE - -

VAASTNK -EVDAHIPNYPSLPPQL - - - ICQLHNVTMHADVETDEVYAQMTL QP -LSQDDQK

-LEASTN- -QELNQQIPRFNLPPKI - - -LCRVVNIQLLAEQDTDEVYAQITLHP -EVDP - - - -

-VAASMQ- -KETDFVPSYPNLTSKL - - - ICMLHNVTLHADVETDEVYAQMTLQP -VSKYDKEA - - - - - - - - LL

-VAASMQ- -KETDF IPSYPNLPSKL - - - ICMLHNVTLHADVETDEVYAQMTLQP -VSKYEKEA - - - - - - - - LL

-VAATTNK -EVDAHIPNYPSLPPQL - - - ICQLHNVTMHADVETDEVYAQMTLQP -LTPQEQK -
-ACEPVDFRNLPRVSHN- - -LCRVSDIKFMADPETDEVFAKIRLVP - INSNELDL - - - - - - - - DD

--------- SQSPVNFPQ-RIPSLI - - -LCRVATVKFLADPDTDEVYAKIGFVP -LPNTDLDF - - - - - - - -AH

---SSSSTAPHPPFLSNLALSKPL I ---SCQISAVDFLADPVTDEVF IRLLLLP-LNNHSCNLPLSFL ---EP

-VAARMN - -EEGKMEMP | YDLPYK | - - -LCKVVHVELKAEAGTDEVFARITLLP -VAEEDEL -

-VAAFLN- -EDSKTAMP I YDLPYK| - - -LCKVVHVQLKAEAKTDEVFAHITLLP - - -------

---------------------------------- VAASTNKAEVLDQIPPYPNLPSKL - - -LCRV+NVTLHADPETDEVYAQITLQPVL SDQDEKAREGH+ - - - -L+



LOC_0s01g70270.1|11667.m07038_altsplice/1-809
LOC_0s01g13520.1|]11667.m01333/1-700
LOC_0s02g06910.1|11668.m00642/1-909
LOC_0s02935140.1|11668.m03331/1-757
LOC_0s02g41800.1|11668.m03990/1-784
LOC_0s049g57610.1]11670.m05695/1-819
LOC_0s04g43910.1|11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
LOC_0s04g36060.1|11670.m03490/1-1674
LOC_0s05943920.1|11682.m04181/1-700
LOC_0s06g09660.1|11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1|11680.m04656/1-731
LOC_0s06g48950.1|11680.m04850/1-1116
LOC_0s08g40900.1|11674.m04106_altsplice/1-1056
LOC_0s11932110.1|11687.m02952/1-812
LOC_0s12g41950.1|11686.m04180/1-900
LOC_0s12929520.1|11686.m02861_altsplice/1-842
LOC_0s04g56850.1|11670.m05610_altsplice/1-956
LOC_0s05g48870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723
LOC_0s01954990.1|11667.m05421/1-656
LOC_0s10g33940.1|11676.m02996/1-699
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
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AVEKTTPTSGPVQARPPVRSFCKTLTASDTSTHGGFSVLR - RHADECLPPL -
LPDPPLPEQ- - - -PRPVVHSFCK I LTPSDTSTHGGF SVLR - RHANECL PPL -
- -DPFLPAELGTASKQPTNYFCKTLTASDTSTHGGFSVPR - RAAEKVFPPL -
SPKPEPHEP - - - -EKCNVHSFCKTLTASDTSTHGGFSVLR - RHAEECLPPL -
DGDVEEDGAAAGEEHEKPASFAKTLTQSDANNGGGFSVPR-YCAET | FPRL -
- -DAYLPAEMG I MSKQPTNYFCKTLTASDTSTHGGFSVPR - RAAERVFPPL -
EAAAAEARREEENSRPRPTSFAKTLTQSDANNGGGFSVPR-FCAET | FPEL -
SGSGGGGGGEDVEV | EKEHMFDKVVTPSDVGKLNRLV | PK - QHAEKYFP -L -
SLDPELQDL - - - -EKCTAHSFCKTLTASDTSTHGGFSVLR - RHAEECL PQL -
DGAGEMEGCDAEKKPRMPHMFCKTLTASDTSTHGGFSVPR - RAAEDCFPPLV

ASELGLKQN- - - - - KQPAEFFCKTLTASDTSTHGGFSVPR-RAAEKIFPPL - -

- -DPYLPAELGSANKQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
ADDG | GAAAAAAAQEEKPASFAKTLTQSDANNGGGFSVPR-YCAET I FPRL -
LSELALKQA- - - - - RPQTEFFCKTLTASDTSTHGGFSVPR-RAAEKIFPPL -
ASELALKQT - - - - - RPQTEFFCKTLTASDTSTHGGFSVPR-RAAERIFPRL -
TEEEVPSAPAAGHVRPRVHSFCKTLTASDTSTHGGFSVLR-RHADECLPPL -
- -EPFLPMELGAASKQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
KVEEEEVVPPAATERPRVHSFCKTLTASDTSTHGGFSVLR-RHADECLPPL -
---PIPTLGAYTKSKHPTEYFCKNLTASDTSTHGGFSVPR-RAAEKLFPQL -
DGEGEDGDGMKQRFARMPHMFCKTLTASDTSTHGGFSVPR -RAAEDCFPPL -
AACDGEGEDAVKRPARIPHMFCKTLTASDTSTHGGFSVPR -RAAEDCFPPL -
EREDDMEDGDEERKSRMLHMFCKTLTASDTSTHGGFSVPR-RAAEDCFPPL -
LCPLGAAGDAAEPSPEKPTSFAKTLTQSDANNGGGFSVPR-YCAET I FPKL -
ISELALKQA- - - - - RPQMEFFCKTLTASDTSTHGGFSVPR -RAAEK I FPPL -
PAPAPAAAELAEAESQEFRYYAKQL TQSDANNGGGFSVPR-LCADHIFPAL -
HDDTTARRQVPAHGEPGFRFFEKQLSPADV -TSNALVLP - -AGAEHVLPPL -
LAPAPAPAPAAAAGGQQLRYFVKTLMISDFDFRIRFSAPM-ADAKGVFPPL -
APADPDPAP - - -AQSQSLVSFVKPLTYTDV -TKNRFMVPKDDAAAGVLPHI -
SPDAPVQEP - - - -EKCTVHSFCKTLTASDTSTHGGFSVLR-RHADDCLPPL -
DVDGGEEDYEVLKRSNTPHMFCKTLTASDTSTHGGFSVPR-RAAEDCFPPL -
ELGGEEERNGSSSVKRTPHMFCKTLTASDTSTHGGFSVPR-RAAEDCFAPL -

VPDFGMLRG- - - -SKHPTEFFCKTLTASDTSTHGGFSVPR -RAAEKLFPPL -
- -DPYLPAELGVPSRQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
ASDMGLKLN- - - - - RQPNEFFCKTLTASDTSTHGGFSVPR-RAAEK I FPAL -
--ETFVPIELGIPSKQPSNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
SPDPSPPEL - - - -QRPKVHSFSKVLTASDTSTHGGFSVLR-KHATECLPPL -
LGLTPPSSDGNGNGKEKPASFAKTLTQSDANNGGGFSVPR-YCAET IFPRL -
SLDPPLVEP - - - -AKPTVDSFVKILTASDTSTHGGFSVLR-KHATECLPSL -

TTQVVIPTQNENQFRPLVNSFTKVLTASDTSAHGGFFVPK -KHATECLPSL -
TTEVMTHNTTMDTRRP IVYFFSKILTASDVSLSGGL | IPK-QYAIECFPPL -
TTQVVIPTQNQNQFRPLVNSFTKVLTASDTSVHGGFSVPK -KHAIECLPPL -
--QVVIPTQNENQFRPLVNSFTKVLTASD I SANGVFSVPK-KHAIECLPPL -
EYGDGEDSNGFESNSEKTPSFAKTLTQSDANNGGGFSVPR-YCAET IFPRL -
NYSRFGRFDGDVDDNNKVTTFAKILTPSDANNGGGFSVPR-FCADSVFPLL -
SLDPPIVGP - - - -TKQEFHSFVKILTASDTSTHGGFSVLR-KHATECLPSL -
ASDMGLKLN=- - - - - RQPTEFFCKTLTASDTSTHGGFSVPR -RAAEKIFPPL -
TTQVVIPTQSENQFRPLVNSFTKVLTASDTSAYGGFFVPK-KHAIECLPPL -
TTQVVIPTQSENRFRPLVNSFTKVLTASDTSAYGGFSVPK-KHAIECLPPL -
TTQVVIPTQNENQFRPLVNSFTKVLTASDTS - -GGFFVPK -KHAIECLPPL -
TTQVVIPTENENQFRP IVNSFTKVLTASDTSAQGEFSVPC-KHAIECLPPL -

EKEAPLPPP - - - -PRFQVHSFCKTLTASDTSTHGGFSVLR-RHADECLPPL -
--ETFLPMDLGMPSKQPTNYFCKTLTASDTSTHGGFSVPR -RAAEKVFPPL -
SPDPPLPEP - - - -ERCTVHSFCKTLTASDTSTHGGFSVLR-RHADDCLPPL -
RSDLALKSN- - - - - KPQTEFFCKTLTASDTSTHGGFSVPR -RAAEKTFPPL -
EKEDLPPPP - - - -ARPRVHSFCKMLTASDTSTHGGFSVLR-RHADECLPPL -
VPDFGLKPS - - - - - KHPSEFFCKALTASDTSTHGGFSVPR -RAAEKLFPPL -
IPDFGLRPS - - - - - KHPSEFFCKTLTASDTSTHGGFSVPR -RAAEKLFPPL -
RSDLALKSN- - - - - KPQTEFFCKTLTASDTSTHGGFSVPR-RAAEKIFPPL -
GEDNDDRLHSGNESQEKPASFAKTLTQSDANNGGGFSVPR-YCAET I FPRL -
SPDPPLPEP - - - -ERCTVHSFCKTLTASDTSTHGGFSVLR-RHADDCLPPL -
SPDPCPSEP - - - -PRPTVHSFCKVLTASDTSTHGGFSVLR-KHASECLPPL -
EKEPPPPPP - - - -PRFHVHSFCKTLTASDTSTHGGFSVLR-RHADECLPPL -

QEVAVNGEKEAAHDNKKPVSFAKTLTQSDANNGGGFSVPR-YCAEMIFPRL -
EGDGEEEDVEATVKTTTPHMFCKTLTASDTSTHGGFSVPR -RAAEDCFPPL -
- -DAYLPADLGTPSKQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
-DAYLLPAELGTASKQPSNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
CRSEGEGANDVDDDERK ILAFSKILTPSDANNGGGFSVPR-FCADS I FPPL -

EEEDLPPLP - - - -ARPRVHSFCKMLTASDTSTHGGFSVLK -RHADECLPPL -
GEDSDDRLPNGIESQEKPASFAKTLTQSDANNGGGFSVPR-YCAET I FPRL -
EKEPPPPPP - - - -PRFHVHSFCKTLTASDTSTHGGFSVLR-RHADECLPPL -
QDVD | CGDGNDSNNAEKPASFAKTLTQSDANNGGGFSVPR-YCAET I FPRL -
----------------------------------------- HF IEKSLPLL -
SPDSSSSEP- - - -PRPTVHSFCKVLTASDTSTHGGFSVLR-KHATECLPPL -

- -AAYLPADMGTPSKQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
ELGVDGEGDDASPTKSTPHMFCKTLTASDTSTHGGFSVPR -RAAEDCFPSL -

------------------------ MAPSSC I DESGFL - - - - QSMENV
EGDGEEEDGEATVKMTTPHMFCKTLTASDTSTHGGFSVPR - RAAEDCFPPL -
SPDPCPPEP - - - -AKPT | HSFCK | LTASDTSTHGGF SVLR - KHATECL PPL -

-DAYLLPAELGTASKQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPTL -
------------- AKQTVHSFCKILTASDTSTHGGFSVLR-KHATECLPPL -

ASDLGQKQS - - - - - RQPTEFFCKTLTASDTSTHGGFFVPR-RAAEK | FPPL -
ASDMGLKQN - - - - - RQPTEFFCKTLTASDTSTHGGF SVPR - RAAEK | FPPL -
- -ETFLPLDLGMPSKQPTNYFCKTLTASDTSTHGGFSVPR-RAAEKVFPPL -
----------------------------------------- ILESTTFSRL -

QEVAVNGGMEAAQDNNKPVSFAKTLTQSDANNGGGFSVPR-YCAEMIFPRL -
----------------- XVSFAKTLTQSDANNGGGFSVPR-YCAEMIFPRL -
DRGL CGNGNDGDSCPDKPASFAKTLTQSDANNGGGFSVPR-YCAET I FPRL -
SRSEGGGVNDVDDDENK ILAFAKILTPSDANNGGGFSVPR-FCADS I FPPL -
-SSNKDGKSLPLHRKTCARSFTKKLTPSDTKTHGGFSVPK -RHADQCLPPL -
LSSNKDGESLLLHRKTRVLSFTKKLTPSDTSTQGGFSVPK -RHAEESLPPL -

490 500 510
DMT QSPPTQEL VAKDL HSMDWRFRH | FR
DMSMATPTQEL | TKDL HGSEWRFKH I YR
DF TQQPPAQEL MAKDL HGNEWKFRH | FR

DYAADPPVQTVVAKDVHGVAWNFRHI YR
DFTQQPPAQEL IARDIHDIEWKFRHIFR
DYSSEPPVQSVCAKDVHGVEWTFRHIYR
DSAANEKGLLLSFEDRTGKLWRFRYSYW- - - -
DMSQNPPCQELVAKDLHGTEWHFRHIFR
HLKEKLVTFNDYKTVRPSQEL | AVDLHGTQWKFRH I YR
---------- DFTMQPPAQEL I AKDLHD I SWKFRHIYR
DFTQQPPAQEL I AKDLHGNEWKFRHIFR
DYSADPPVQTVLAKDVHGVVWKFRHIYR
DFSMQPPAQEL QARDLHDNVWTFRHIYR
DFSMQPPAQEL QARDLHDNVWTFRHIYR
DMSRQPPTQELVAKDLHGVEWRFRHIFR
DFSQQPPAQEL I ARDLHDNEWKFRHIFR
DMSQHPPTQELVAKDLHGVEWRFRHIFR
DYSMQPPNQEL | VRDLHDNMWTFRH I YR
DYSQQRPSQELVAKDLHSTEWRFRHIYR
DYSLQRPFQELVAKDLHGTEWRFRHIYR- - - -
DHKQLRPSQELVAKDLHGAKWRFRHIYR- - - -
DYRADPPVQTVLAKDVHGVVWKFRHIYR- - - -
DFSMQPPAQEL QARD I HDNVWTFRH I YR
NLDDDPPVQSL TMGDL QGDSWEFRHIYR
DIAAYQTARLFDVRDLRGKRFEFVHIWD
VDAKAVQPLLVKDLHGSPMTFDYGRK
QLNDDVP - - -LRIKDLSGKEWAFNYTWK
DMSQQPPWQEL VATDLHNSEWHFRHIFR
DYSQPRPSQELLARDLHGLEWRFRHIYR
DYKQQRPSQEL I AKDLHGVEWKFRHI YR
DYSAQPPTQELVVRDLHENTWIFRHIYR
DYSQQPPAQEL MARDLHDNEWKFRHIFR
DFSMQPPCQELVAKD IHDNTWTFRHIYR
DYTLQPPAQEL I ARDLHDVEWKFRHIFR
DMTQQTPTQELVAEDVHGYQWKFKHIFR- - - -
DYSAEPPVQTVIAKDIHGETWKFRHIYR
DMTQPTPTQELVARDLHGYEWRFKHIFR
DMSQPLPAQELLAIDLHGNQWRFNHNYR
DMSQP I STQNL VAKDL YGQEWSFKHVFR
DMSQPLPTQE ILAIDLHGNQWRFRHIYR
DMSQPLPAQELLAIDLHGNQWSFRHSYR
DYNAEPPVQT I LAKDVHGDVWKFRH I YR
NFQIDPPVQKLYVTDIHGAVWDFRHIYR
DMTQATPTQELVTRDLHGFEWRFKHIFR
DFSMQPPAQE | VAKDLHDTTWTFRHI YR
DMSQPLPAQELLAKDLHGNQWRFRHSYR
DMSQPLPAQE I LA IDLHDNQWRFRHNYR
DMSQPLPTQELLATDLHGNQWRFNHNYR

DMSRQPPTQELVAKDLHANEWRFRHIFR- - - -
DFTQQPPAQEL I ARDLHDVEWKFRHIFR
DMSQQPPWQEL VATDLHGNEWHFRHIFR
DFSMQPPAQELVARDLHDNVWITFRHIYR
DMSLQPPAQELVAKDLHGNEWRFRHIFR
DYSMQPPSQELVVRDLHDNTWITFRHIYR
DYTMQPPTQELVVRDLHDNTWITFRHIYR
NFSLQPPAQELVARDLHDNVWITFRHIYR
DYTAEPPVQT I LAKDVHGETWKFRHI YR
DMSQQPPWQEL VATDLHGNEWHFRHIFR
DMIQP IPTQELVAKDLHGYEWRFKHIFR

DYTQQRPSQELVAKDLHGSEWKFRHIYR- - - -
DFSQQPPAQEL | ARDLHDNEWKFRHIFR- - - -
DFSQTPPAQEL | ARDLHDNEWKFRHIFR- - - -

DYSQTPPAQEL IARDLHDNEWKFRHIFR- - - -

DKSQQPPVQELLAKDLHGFEWCFKHIYR
DKSQQPPAQELLAKDLHGSEWRFRHIYR

DMSQP I PAQEL IAIDLHGNQWRFKHSYR - - - - -

DMSRQPPTQELVAKDLHGSEWRFRHIFR- - - - -
DYTADPPVQTLLAKDVHGETWKFRHIYR- - - - -

NYQAEPPVQTLTVADIHGVSWDFRHIYR- - - - -

DMTQPTPTQELVAKDLHGYEWRFKHIFR- - - - -
DFSQHPPAQEL | ARDLHDNEWKFRHIFR - - - - -
DYKQQRPSQELLAKDLHGVEWRFRHIYR- - - - -
DYTQQRPSQELVAKDLHGSEWKFRHIYR- - - - -
DMSQATPTQELAARDLHGFEWRFKHIFR- - - - -

DMSQATPTQELAARDLHGYEWRFKHIFR- - - - -
DFSMQPPAQELVARDLHDNTWIFRHIYR- - - - -
DFSMQPPAQELVARDLHDNTWIFRHIYR- - - - -
DFTQQPPAQEL I ARDLHDVEWKFRHIFR- - - - -
DYTAEPPEET ILAKDVHGETWKFRHIYR- - - - -
DYTADPPVQTLLAKDVHGETWKFRHIYR- - - - -
DYTADPPVQTLLAKDVHGETWKFRHIYR- - - - -
DYSSDPPLQTV I AKDVHGEVWKFRHIYR- - - - -
NYQAEPPVQTLTVTDIHGISWDFRHIYR- - - - -

DMTQNPPWQEL VARDLHGNEWHFRH | FRGSPHHSL | LGQPRRH

-GTPRRH
-GQPKRH
-GTPRRH
-NSSQSY
-GQPRRH
-GQPRRH
-GQPKRH
-GQPKRH
-GTPRRH
-GQPKRH
-GQPKRH
-GQPRRH
-GQPKRH
-GQPRRH
-GQPKRH
-GQPRRH
-GQPRRH
-GQPRRH
-GTPRRH
-GQPKRH
-GTPRRH
-KKRCRY
-G- -KRV
- - -AHTR
-GQPRRH
-GQPRRH
-GQPRRH
-GQPKRH
-GQPKRH
-GQPKRH
-GQPKRH
-GQPRRH
-GTPRRH
-GQPRRH
-GTPQRH
-GTPQRH
-GTAQRH
-GTPQRH
-GTPRRH
-GTPRRH
-GQPRRH
-GQPKRH
-GTPQRH
-GTPQRH
-GTPQRH
- -VPRGD
-GQPRRH
-GQPKRH
-GQPRRH
-GQPKRH
-GQPRRH
-GQPKRH
-GQPKRH
-GQPKRH
-GTPRRH
-GQPRRH
-GQPRRH

-GQPKRH
-GQPKRH

SPDPGLPAPLG+ASRPPVHSFCKTLTASDTSTHGGFSVPR-RAAEECFPPL - -

.......... DYSQQPPAQELVAKDLHGNEWKFRHIYR- - - - - - - - - GQPRRH
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LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525

ARF1/1-665
ARF3/1-608
ARF4/1-788
ARF5/1-902
ARF6/1-933
ARF7/1-1165
ARF8/1-811
ARF9/1-638
ARF10/1-693
ARF11/1-601
ARF12/1-593
ARF13/1-623
ARF14/1-605
ARF15/1-598
ARF16/1-670
ARF17/1-585
ARF18/1-602
ARF19/1-1086
ARF20/1-615
ARF21/1-606
ARF22/1-600
ARF23/1-222
ARF2/1-859
PoptrARF8.1/1-827
PoptrARF1.1/1-660
PoptrARF7.3/1-1113
PoptrARF2.3/1-792
PoptrARF5.1/1-933
PoptrARF5.2/1-944
POptrARF7.4/1-1137
PoptrARF16.1/1-669
PoptrARF1.2/1-662
PoptrARF9.1/1-666
PoptrARF2.1/1-854
PoptrARF16.3/1-700
PoptrARF3.1/1-709
PoptrARF6.2/1-914
PoptrARF6.4/1-953
PoptrARF17.1/1-594
PoptrARF2.4/1-879
PoptrARF16.2/1-708
PoptrARF2.2/1-852
PoptrARF10.1/1-708
PoptrARF3.3/1-109
PoptrARF9.2/1-670
PoptrARF6.1/1-884
PoptrARF4/1-713
PoptrARF6.3/1-163
PoptrARF3.2/1-714
PoptrARF9.3/1-579
PoptrARF6.5/1-907
PoptrARF9.4/1-632
PoptrARF7.1/1-1047
POptrARF7.2/1-1093
PoptrARF8.2/1-816
PoptrARF16.6/1-91
PoptrARF16.4/1-701
PoptrARF16.5/1-536
PoptrARF10.2/1-713
POptrARF17.2/1-592
PoptrARF2.6/1-724
PoptrARF2.5/1-614

Consensus

540 550 560, 570 580 50 600 610 620 630
rrrrr QS - - GWSVFVSSKRLVAGDAF I FLR-G- - - - - ENGEL RVGVRRAMRQL SNVPSSV IS -

----- TT--GWSTFVTSKKL I SGDAFVYLR-S- - - - -ETGEQRVGVRRLVQKQSTMPASV I S
----- TT--GWSVFVSAKRLVAGDSVLF IW-N- ----DSNQLLLGIRRANRPQTVMPSSVLS
----- TT--GWSVFVSSKRLVAGDAF IFLR-G- - - - -ENGELRVGVRRLMRQLNNMPSSV IS
----- TT--GWSTFVNQKKLVAGDSIVFLR-G- - - - -DGGDLHVGI RRAKRGFCGGGGGAEEASL - - - - -

----- TT--GWSVFVSAKRLVAGDSVLF IW-N-----EKNQLLLGIRRASRPQTVMPSSVLS - -------------mmmmm oo oo e e oo
————— TT--GWSPFVNKKQLTAGDSIVFMR-D- - - - -EGGN | HVGLRRAKRGFCS | GGDDESL SS | PGWDQYRGL MRRNATATATGGRTPP - - -
-TK- -GWSRFVKEKRLDAGDTVSFCRGA - - - - -- -

----- TT--GWSVFVSSKRLVAGDAF IFLR-G- - - - -ESGELRVGVRRLMRQVNNMPSSV I S

----- TIl--GWSSFVNRKKLVSGDAVLFLR-G- - ---DDGQLRLGVRRAVQLRNEALFEPVN

----- TT--GWSVFVSTKRLLAGDSVLFIR-D-----EKSQLLLGIRRATRPQPALSSSVLS

----- TT--GWSVFVSAKRLVAGDSVLF IW-N-----DNNQLLLGIRRANRPQTVMPSSVLS

————— TT--GWSTFVNQKKLVAGDSIVFMR-T - - - - -ENGDLCVGIRRAKKGGVGGPEFLPPPPPPPPTPAAGGNYGGF SMFLRGDDDGNKMAAAARGKY - - - -
----- TT--GWSLFVSGKRLFAGDSVIFVR-D- ----EKQQLLLGIRRANRQPTNISSSVLS

----- TT--GWSLFVSGKRLLAGDSVLFIR-D- ----AKQQLLLGIRRANRQPTNLSSSVLS

----- QS - -GWSVFVSAKRLVAGDAF IFLR-G- - - - -ENGELRVGVRRAMRQQTNVPSSV IS

----- TT--GWSVFVSAKRLVAGDSVIFIW-N-----DNNQLLLGIRRANRQQTVMPSSVLS

----- QS - -GWSVFVSAKRLVAGDAF IFLR-G- - - - -ENGELRVGVRRAMRQQAN I PSSV IS

————— TT--GWSLFVGAKRLKAGDSVLFIR-D-----EKSQLLLGVRRATRQQTMLSSSVLS

----- TT - -GWSAFVNKKKLVSGDAVLFLR-G- - - - -DDGELRLGVRRAAQLKNGSAFPALY

-TT--GWSGF I NKKKLVSGDAVLFLR-G- - - - - EDGEL RLGVRRAAQLKNASPFPALH -
-TT--GWSSFVNKKKLVSGDAVLFLR-G- - - - - DDGELRLGVRRATQLKNEA I FKAFS
-TT--GWSTFVNQKKLVAGDSIVFLR-T---- - RHGELCVG I RRAKRMACGGMECMSGWNAPGY GGGGF SAFLKEEESKL MKGHGGGGYMKG
----- TT--GWSLFVSGKRLFAGDSY I VVR - - - - - - - - oo o o o o e o o o o e e o o o e e o e e e e e oo
————— TT--GWSKFVNAKQLVAGDTVVFMWCG- - APAPERKLLVGVRRAARYSGESACNA -
ML GDL GVNDNDGWRGFVKAKRLATRDTVVFMRRGGGDGDGDGEL LVGVRRAPRARGGHHPR - -
----- AK - - VWKKFRDDMDFVDGDSV I FMR - RRDDDDDDGEL YVGVRRQRTLERPLRNTMRRYRPPTP - - -

----- RN - - GWMEF SNANGL VT GDNAVFMR -R - - - - - GNGEMFMAVRRTRNR
----- TT--GWSVFVSSKKLVAGDAF IFLR-G- - - - -ENEELRVGVRRHMRQQTN I PSSV IS
----- TT--GWSAFVNKKKLVSGDAVLFLR-G- - - - -DDGKLRL GVRRASQI EGTAAL SAQY
————— TT--GWSIFVSQKNLVSGDAVLFLR-D- - - - -EGGELRLGIRRAARPRNGLPDS I |
----- TT--GWSLFVGSKRLRAGDSVLFIR-D- - - - -EKSQLMVGVRRANRQQTALPSSVLS
----- TT--GWSVFVSAKRLVAGDSVLF IW-N- - - - -DKNQLLLGIRRANRPQTVMPSSVLS
----- TT--GWSVFVSTKRLFAGDSVLFIR-D- - - - -GKAQLLLGIRRANRQQPALSSSV IS
----- TT--GWSVFVSAKRLVAGDSV IFIR-N-----EKNQLFLGIRHATRPQT I VPSSVLS
-TT--GWSTFVTSKRLVAGDTFVFLR-G- - - - - ENGELRVGVRRANLQQSSMPSSV IS
————— TT--GWSTFVNQKKL IAGDSIVFLR-S- - - - -ESGDLCVGIRRAKRGGL GSNAGSDNPYPGF SGFLRDDESTTTTSKLMMMKRNGNNDGNAAA - - - - - -
----- TT--GWSTFVTSKRLVAGDAFVFLR-G- - - - -ETGDLRVGVRRLAKQQSTMPASV | S
----- TT--GWNAFTTSKKLVAGDVIVFVR-G- - - - -ETGELRVG I RRARHQQGN | PSS I VS
----- TSGGGWSVFATTKRL [VGDIFVLLR-G- - - - -ENGELRFG I RRAKHQQGH | PSSV I S
----- TI--GWNAFTTSKKLVEGDVIVFVR-G- - - - -ETGELRVGIRRAGHQQGN | PSS I VS
----- TT--GWNEFTTSKKLVKGDVIVFVR-G- - - - -ETGELRVG I RRARHQQGN | PSS I VS
————— TT--GWSNFVNQKKLVAGDSIVFMR-A- - - - -ENGDLCVG I RRAKRGG | GNGPEYSAGWNP | GGSCGYSSLLREDESNSLRRSNCSLADR - - - - - - - - -
----- TT--GWSKFVNSKKL [AGDSVVFMR-K - - - - - SADEMF | GVRRTP | SSSDGGSSYYGGDEYNGYYSQSSVAKEDDGSPKKTFRRSG- - -
----- TT--GWSTFVSSKRLVAGDAFVFLR-G- - - - -ENGDLRVGVRRLARHQSTMPTSV IS
----- TT--GWSVFVSTKRLFAGDSVLFVR-D- - - - -EKSQLMLGIRRANRQTPTLSSSV IS
----- TT--GWNEFTTSKKLVKGDVIVFVR-G- - - - -ETGELRVG I RRARHQQGN | PSS I VS
----- TT--GWNEF | TSKKLVKGDV IVFVR-G- - - - -ETGELRVG I RRARHQQGN | PSS I VS
————— TT--GWNAFTTSKKLVAGDVIVFVR-G- - - - -ETGELRVGIRRAGHQQGN I PSS 1S
------- TT--GWNAFTTSKKLVVGDVIVFAR-G- - - - -ETGELRVGIR

-QS - -GWSVFVSSKRLVAGDAF IFLR-G- - - - - ENGEL RVGVRRAMRQQGNVPSSVIS -
----- TT--GWSVFVSAKRLVAGDSVLF IW-N-----EKNQLLLGIRRATRPQTVMPSSVLS
----- TT--GWSVFVSSKKLVAGDAF IFLR-G- - - - -ENGELRVGVRRLMRQQTNMPSSV IS
----- TT--GWSLFVSGKRLFAGDSVLFMR-D- ----EKQQLLLGIRRANRQPTNLSSSVLS
————— QS - -GWSLFVSAKKLVAGDAF IFLR-G- - - - -ETEELRVGVRRALSQPSNVPSSVMS
----- TT--GWSLFVGSKRLKAGDSVLFIR-N- ----EKSHLMVGVRHANRQQTTLPSSVLS
----- TT--GWSLFVGSKRLKAGDSVLFIR-D- - - --EKSQLMVGVRRANRQQTTLPSSVLS
----- TT--GWSLFVSGKRLFAGDSVLFIR-D-----EKQQLLLGIRRANRQPTNLSSSVLS
----- TT--GWSNFVNQKKLVAGDSIVFLR-A-----ENGDLCVGIRRAKRGI GGNECSSGWNSFAGYSGFFREDESKL MRRNGNGDM
----- TT--GWSVFVSSKKLVAGDAF IFLR-G- - - - -ENGELRVGVRRLMRQQTNMPSSV IS
————— TT--GWSTFVTSKRLVAGDSFVFLR-G- - - - -ENGELRVGVRRVARQQSSMPSSV IS
----- QS - -GWSVFVSSKRLVAGDAF IFLR-G- - - - -ENGELRVGVRRAMRQQSNVPSSV IS
----- TT--GWSPFVNHKKLVAGDSVVFLR-A- - - - -ENGDLCVGVRRAKRA | SGGPESLWNPALGNLVVPYGGFGAFSREDEHKMVKNGRGNGNGSKSNESLM

-TT--GWSAFVNKKKLVSGDAVLFLR-G- - - - - EDGEL RLGVRRAAQVKCGPTFPALW- - - - - - - -
-TT--GWSVFVSAKRL | AGDSVLF IW-N- - - - - EKNQLLLGIKRATRPQTVMPSSVLS -
-TT--GWSVFVSAKRLVAGDSVLF IW-N- - - - - EKNQLLLGIRRANRPQTVMPSSVLS - - - - - - - - -
rrrrr TT--GWSKFVNNKKL | AGDSVVFMR-N- - - - -LKGEMF | GVRRAVRFNNSARWREQVSDSGGDGKVKVEEGF SRSW- - - - -
----- QS - -GWSLFVSAKKLVAGDAF IFLR-G- - - - -ETEELRVGVRRALRQPSK IPSSL IS = -« «x o mmxmmemmmm e oe oo oo
----- TT--GWSNFVNQKKLVAGDS IVFLR-A- - - - -ENGDLCVG I RRAKRG | GGGNECSSGWNSF GGY SGFL REDESKL TRRNGNGDM
----- QS - -GWSVFVSSKRLVAGDAF IFLR-G- - - - -ENGELRVGVRRAMRQQGNVP SSV IS - - - = < =« - o« oo oo oo oo
----- TT--GWSTFVNQKKLVAGDS IVFLR-A- - - - -ENGDLCVGI RRAKRGVG | GSGPESSPSH| GWNSNNATSANPYGGFSL SVKEDEMRNGGVKG- - - - - -
------- TE-------------HVGVVYNFLP-C
LL----- TT--GWSTFVTSKRLVAGDSFVFLR-G- - - - - ENGELRVGVRRVACQQSSMPSSV IS
LL----- TT--GWSVFVSAKRLVAGDSVLF IW-N- - - - - EKNQLLLGIRRATRPQTVMPSSVLS

LL----- TT--GWSIFVSQKNLVSGDAVLFLR-G- - - - - EGGELRLGIRRAARPRNGLPDSVTG

----- TT--GWSAFVNKKKLVSGDAVLFLR-G- - - - -EDGELRLGVRRAAQVKCGPTFPAQW:
----- TT--GWSTFVTSKRLVAGDAFVFLR-G- - - - -HNRELRVGVRRLARQQSSIPSSV IS
-TT--GWSVFVSAKRLVAGDSVLF IW-N- - - - - EKNQLLLGIRRANRPQTFMPSSVLS - ... .-

----- TT--GWSTFVTSKRLVAGDSFVFLR-G- - - - -DNGELRVGLRRVARQQCS IPSSV IS
LL----- TT--GWSVFVSTKRIFTGDSVLFIR-D- - - - - EKSQLLLGIRHANRQQPALSSSL IS
LL----- TT--GWSVFVSTKRLFAGDSVLFIR-D- - - - - EKSQLLLGIRRANRQQPALSSSVIS
LL----- TT--GWSVFVSAKRLVAGDSVLF IW-N- - - - - EKNQLLLGIRRATRPQTVMPSSVLS
LL----- NT - -GWSNFVNKKNSWL GTRLCF
LL----- TT--GWSPFVNHKKL IAGDSVVFFR-A- - - - - ENGDLCVGVRRAKRTSGGGPESLWNPAGGSSAVPSGGFGAFLREDEHKLMRSASGNGNGSKSNESLM
LL----- TT--GWSPFVNHKKL IAGDSVVFFR-A- - - - - ENGDL CVGVRRAKRTSGGGPESLWNPAGGSSAVPSGGFGAFLREDEHKLMRSASGNGNGSKSNESLM
LL----- TT--GWSTFVNQKKLVAGDSIVFLR-A- - - - - ENGDLRVGIRRSKRGIGIGSRPESSLTTGWNSNNATCA IPYDGFSLFVKEDEMRNGGMKG- - - - - - -
LL----- TT--GWSKFVNNKKL I|AGDSVVFMR-N- - - - - LKGEMF | GVRRAVRLNNSARWREQ | AGGGGEGKVKVEEGFSMSG

ESGELRVGVRRAMKLENNLSANILS
ESGELRVGVRRAMKL ENNLSANVVT

LL----- TT--GWSVFVSSKRLVAGDSVVFLR-G- -D-DENGELRVGVRRANRQQTNMPSSV | SPS+GGGG+PGGGEGA+L+ES+HK+GRN+SGNGNGSKSNESLM
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LOC_0s04g56850.1|11670.m05610_altsplice/1-956
LOC_0s05g48870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723

LOC_0s01954990.1|11667.m05421/1-656
LOC_0s10g33940.1|11676.m02996/1-699
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
ARF1/1-665

ARF3/1-608

ARF4/1-788

ARF5/1-902

ARF6/1-933

ARF7/1-1165

ARF8/1-811

ARF9/1-638

ARF10/1-693

ARF11/1-601

ARF12/1-593

ARF13/1-623

ARF14/1-605

ARF15/1-598

ARF16/1-670

ARF17/1-585

ARF18/1-602

ARF19/1-1086

ARF20/1-615

ARF21/1-606

ARF22/1-600

ARF23/1-222

ARF2/1-859

PoptrARF8.1/1-827

PoptrARF1.1/1-660

PoptrARF7.3/1-1113

PoptrARF2.3/1-792

PoptrARF5.1/1-933

PoptrARF5.2/1-944

POptrARF7.4/1-1137

PoptrARF16.1/1-669

PoptrARF1.2/1-662

PoptrARF9.1/1-666

PoptrARF2.1/1-854

PoptrARF16.3/1-700

PoptrARF3.1/1-709

PoptrARF6.2/1-914

PoptrARF6.4/1-953

PoptrARF17.1/1-594

PoptrARF2.4/1-879

PoptrARF16.2/1-708

PoptrARF2.2/1-852

PoptrARF10.1/1-708

PoptrARF3.3/1-109

PoptrARF9.2/1-670

PoptrARF6.1/1-884

PoptrARF4/1-713

PoptrARF6.3/1-163

PoptrARF3.2/1-714

PoptrARF9.3/1-579

PoptrARF6.5/1-907

PoptrARF9.4/1-632

PoptrARF7.1/1-1047

POptrARF7.2/1-1093

PoptrARF8.2/1-816

PoptrARF16.6/1-91

PoptrARF16.4/1-701

PoptrARF16.5/1-536

PoptrARF10.2/1-713

POptrARF17.2/1-592

PoptrARF2.6/1-724

PoptrARF2.5/1-614

Consensus

640 650 660
-SQSMHLGVLATAWHA I NTKSMFTVYYKP
-SQSMHLGVLASASHA I KTNS I FLVYYRP
-SDSMH I GLLAAAAHAASTNSRFT | FYNP
-SHSMHLGVLATASHA I STGTLFSVFYKP
-RGKVRAEDLVEAARLANGGQPFEVVYYP
-SDSMH | GLLAAAAHAAATNSRFT | FYNP
-KGKVPPENVL TAATRATTGQPFEVLYYP
-AEATRDRLF | DWKRRADVRDPHRFQRL P
-SHSMHLGVLATASHA I STGTLFSVFYKP
-SSDSKLRILSSVASSLENKSVFHICFNP
-SDSMH1GILAAAAHAAANSSPFT | FYNP
-SDSMH | GLLAAAAHAASTNSRFT | FYNP
-RARVRPEEVVEAANLAVSGQPFEVVYYP
-SDSMH1GILAAAAHAAANNSPFT | FYNP
-SDSMH 1 GILAAAAHAAANNSQFT I YYNP
-SHSMHL GVLATAWHAVNTGTMFTVYYKP
-SDSMH I GLLAAAAHAAATNSRFT | FYNP
-SHSMHL GVLATAWHAVNTGTMFTVYYKP
-TDSMH I GVLAAAAHAASSGSSFT I YYNP
-NQCSNLGTLANVAHAVATESVENIYYNP
-NQISNTSSLSEVAHAVAVKS | FHIYYNP
-SESSKMRTLSAVADSLKHGSVFHICYNP
-KGKVRMADVVEAASLASSGQPFEVAYYP

-RGRVQPQEVMEAVRLAAEQAAFRVTYYP
-PGVEDNKVVSEVWLAMQGVTPFEVTYYP
-PQAAVQEAVLAAAGHAAAGERFTVAYRS
-PAPFSVEEVIEAVWRAARREPFEVSYCL
-SHSMHIGVLATAAHAITTGT I FSVFYKP
-NQNMNHNNFSEVAHA I STHSVFS | SYNP
-EKNSCSNILSLVANAVSTKSMFHVFYSP
-ADSMH I GVLAAAAHATANRTPFL | FYNP
-SDSMHLGLLAAAAHAAATNSRFT I FYNP
-SDSMH I GVLAAAAHANANNSPFT | FYNP
-SDSMH I GLLAAAAHASATNSCFTVFFHP
-SHSMHLGVLATARHATQTKTMF I VYYKP
-TGRVRVEAVAEAVARAACGQAFEVVYYP
-SQSMRLGVLATASHAVTTTT I FVVFYKP
- IDCMRHGVVASAKHAFDNQCMFTVVYKP
-ANCMQHGV I ASVVNAFKTKCMFNVVYKP
- |ESMRHGI| | ASAKHAFDNQCMF | VVYKP
- IDCMRHGV | ASAKHAFDNQCMF | VVYKP
-KGKVTAESVIEAATLAISGRPFEVVYYP
-NGKLTAEAVTDAINRASQGLPFEVVFYP
-SQSMHLGVLATASHAVRTTT I FVVFYKP
-SDSMHIGILAAAAHANANSSPFT | FFNP
- IDCMRHGV I ASAKHALDNQC I F I VVYKP
- IDCMRHGV I ASAKHAFDNQC I F I VVYKP
- lESMRHGV | ASAKHAFDNQCMF | VVYKP
-SHSMHLGVLATAWHA I STGTMFTVYYKP
-SDSMH I GLLAAAAHAAATNSCFTVFYNP
-SQSMHLGVLATASHAIATGTLFSVFYKP
-SDSMHIGILAAAAHAAANNSPFTVYYNP
-SHSMHIGILATVWHAVSTGSMFTVYYKP
-ADSMHIGVLAAAAHAAGNRSPFT I FYNP
-ADSMHIGVLAAAAHATANRSPFT I FYNP
-SDSMHIGILAAAAHAAANNSPFTVFYNP
-KGKVKAESV I EAASLAANGQPFEAVYYP
-SQSMHLGVLATASHAIATGTLFSVFYKP
-SQSMHLGVLATASHAISTLTLFVVYYKP
-SHSMHLGVLATAWHAVSTGTMFTVYYKP
GRGKVRAESV I QAAVLAANGLPFETVYYP
-NQQLNQSSLADVANA | SMRSAFRIYYNP
-SDSMHL GLLAAAAHAAATNSRFT I FYNP
-SDSMH I GLLAAAAHAAATNSRFT I FYNP
-RGRLSQEAVVEAVERAAKGLPFEVVYYP

690 700
R-TSP-SEF | |PYDQYMESVKN -
R-LSQ-SQY | VSVNKYLAASKYV -
R-ASP -SEFV I PLAKYVKAVYHT
R-TSQ-SEFVVSANKYLEAKNS -
R-AST - PEFCVRAAAVRAAMRY -
R-ASP -SEFVIPLSKY | KAVFHT
R-AST - PEFCVRAAAVRTAMAYV -
- - -LPMTSPYG-
R-TSR-SEFVVSVNKYLEAKKQ-
R-SGA-SEF | VPYWRLLKSLNH -
R-ASP -SEFVIPLAKYNKALYT -
R-ASP -SEFVIPLSKYVKAVYHT
R-AST - PEFCVKAGAVRAAMRT -
R-ASP -TEFV I PFAKYQKAVYGN
R-AST -SEFV I PFAKYQKAVYGN
R-TSP-AEFVVPYDRYMESLKQ-
R-ASP -SEFVIPLAKYVKAVYHT
R-TSP-SEFVVPRDLYKESLKR -
R-TSP-SPFVIPVARYNKATYM-
R-LSQ-SEF | VPYWKFMKSLSQ-

--SCTHR-LSQ-SEFI IPYWKFMRSFSQ-

-R-ATA-SEYVVPYWKFVKSFNH -

710 720 730
-NYSVGMRFRMR - FEGEEAPEQR -
- GFNVGMRFKMS - FEGEDVPVKK -
-R1SVGMRFRML - FETEESSVRR -
-K1SVGMRFKMR - FEGDEAPERR -
-QWCPGMRFKMA - FETEDSSR | SW
-R1SVGMRFRML - FETEESSVRR -
-QWCPGMRFKMA - FETEDSSR | SW
PWGGG - -
-NL SVGMRFKMR - FEGDEAPERR -
-PFS1GMRFRVC- YESEDANER- -
-QVSLGMRFRML - FETEDSGVRR -
-R1SVGMRFRML - FETEESSVRR -
-QWFAGMRFKMA - FETEDSSR | SW
-QI SLGMRFRMM-FETEELGTRR -
-QLSLGMRFRMM-FETEESGTRR -
-NYS | GMRFKMR - FEGEEAPEQR -
-RVSVGMRFRML - FETEESSVRR -
-NHS | GMRFKMT - FEGEEAAEQR -
-QPSVGMRFAMM- FETEESSKRR -
-PFSVGLRFKMR - YESEDATERR -
PFSVGMRFKLR - YESEDASERR
PVCIGMRFKFH-FESEDVNERR -

-R-AST -PDFVVKAASVQAAMRI - - -QWCSGMRFKMA - FETEDSSR I SW

R-KDG-DEFVVPREAVEEGLRA -
R-QDG-DEFVVPRDIVDDGLRA -
R-TSR-SEF IVSVNRYLEAKTQ-
K-ASW-SNF | | PAPKFLKVVDY -
R-ATH-AEFVIPYEKYITSIRS -
R-ACP-AEFVIPLAKYRKAICGS
R-ASP -SEFVIPLAKYVKAVYHT
RWAAP - AEFVVPLAKYTKAMYA -
R-ASQ-SEFVIQLSKYIKAVFHT
-R-T---SQF I ISLNKYLEAMSN -
R-AST -PEFCVKAADVRSAMRI -
R-1---SQFI I SVNKYMMAMKN -
R-S---SKFIVSYDKFLDAVNN -
SS--SQFVISYDKFVDAMNN -
R-S---SQF IVSYDKFLDVVNN -
R-S---SQF IVSYDKFLDAVNN -
R-AST -SEFCVKALDARAAMRI -
A -AGW-SEFVVRAEDVESSMSM-
R-1---SQF IVGVNKYMEA | KH -
R-ASP-SEFVVPLAKYNKALYA -
R-S---SQF IVSYDKFLDAMNN -
R-S---SQF IVSYDKFLDAVNN -
SIRSSQF I VSYDKFLDAVNN -

-R-TSP-SEF I VPFDQYMESVKN -
R-ASP-SEFVIPLSKYVKAVFHT
R-TSR-SEF IVNLNKY IEAQNH -
R-ASP-SEFVIPLAKYYKAVYSN
R-TSP-AEF | IPIDKYRESVKI -
R-ACP -SDFVIPL IKFRKTVFGT
R-ACP -SDFVIPL | KFRKAVFGT
R-ASP-SEFVIPLAKYYKAVYSN
R-AST -PEFCVKASAVRSAIQI -
R-TSR-SEF IVSLNKYLEVRNH -
R-T---SQF I ISLNKYLEAVNN -
R-TSP -AEF | VPFDQYMESVKS -
R-ANT -PEFFVKASLVKTVMQI -
-R-ASS-SEF I IPFNKFLKSLDQ-
-R-ASP-SEF | IPLAKYLKAVYYT
-R-TSP-SEFVIPLVKY IKAVYHT
R-AGWYSDFVVRAEVVEAALRYV -

-SHSMHIGILATAWHAVSTGSMFTVYYKPSMHFARPVSMVYFVHSICFR-TSP -AEF | IPVDKYMESVKI -
-KGKVKPESV I EAASLAANGQPFEVVYYP
-SHSMHLGVLATAWHAVSTGTLFTVYYKP
-RGRVKSEEVLEAAGLAANGNPFQVVYYP

-SQSMHLGVLATASHAVSTLTLFVVYYKP
- SDSMHL GLLAAAAHAAATNSRFT | FYNP
-KQNSLPSALSLVSNAISTKSVFTVSYSP
-NHQLNQISPGDVANA I STRSFFHIYYNP
-SQSMHLGVLATASHAVLTQTLFVVYYKP
-SDSMH | GLLAAAAHAAATNSRFT | FYNP
-SQSMHLGVLATASHAVLTHTLFVVYYKP
-SDSMH I GILAAAAHAAANNSPFT | FYNP
-SDSMH I GILAAAAHAAANNSPFT | FYNP
-SDSMH | GLLAAAAHAAATNSCFTVFYNP
-SEQI I
GQGKVRAESV | QAVTLAANGLPFEVVYYP
GQGKVRAESV | QAVTLAANGLPFEVVYYP
-RGRVKPEEVLEAAGLAANGKPFQVVYYP
-RGRL SQEAVAEAVEMAAKGL PFDVVYYP
-SHSMQLGILSSASHA I TTGSMFT | YFHP
-AHSMQLGILSSASHAISTGSIFT | FFHP

GSDSMH+GVLAAAAHAAATGSPFTVFYNP

-R-AST -PEFCVRASAVRTAMHI -
R-TSP-AEF | VPFDQYMESVKN -
R-AST -PEFCVKASSVRAAMRT -
R-ASS-SEFTIPFNKFLKSLDQ-
R-T---SQF I ISLNKYLEAVSN -
R-ASP-SEFVIPLAKYLKAVYYT
R-ATH-AVFVVPYQKY IKSITN-

R-ASS-SEF | IPFNKFLKSLDQ-
R-T---NQYI IGLNKYLEAVKN -
-R-ASP-SEFVIPLVKY IKAVYHT
R-T---NQYI IGLNKYLEAVKN -
S-ASP-SEFVIPFSKYNKAMYT -
R-ASP-SEFVIPFSKYNKALYT -
RWASP -SEFV IPLSKYVKAVFHI
GTFVLEFDVLREGLVA
R-ANT -PEFCVKASLVKTAMQI -
R-ANT - PEFCVKASLVKTAMQI -
R-SST -PEFCVKASSVRAAMRI -
R-AGWYSDFVVRAEAVEAALGV -
W-TSP-AEF | IPYDQYMKSAE -
W-TSP -AEF | IPFDQYMKSAE -

............... S---RWASPYSEFVVPLDKYLKAVYNT

ASP -TEFVIPFAKYQKALYSN--QISLGMRFRMM-FETEELGTRR -
R-HGA -GEFVVPRVEVDKGLTT - - -PWRCGMQVRAQVMEAEDTRRLAW
R-EGT -FEFVVSRDEY | GFSFSPFYPFVPGTTVHLR-MNPLQIAQS - -

-RLTSLAEVEFV -WAVEDGAPPIVG- - - - - - - - -

-RFAPGMAVNFV - - - - - - - - - - - -
-KLSVGMRFKMR - FEGEEAPEKR -
-PFCIGMRFKAR-VESEDASERR -
-PVCIGTRFRMR -FEMDDSPERR -
-QLSVGMRFGMM-FETEDSGKRR -
-RVSVGMRFRML -FETEESSVRR -
-QVSLGMRFRMI -FETEECGVRR -
-RISVGMRFRML -FETEESSVRR -
-KFSVGMRFKMR - FEGEDSPERR -

-GFSLGMRYRMR - FEGEESPERI -
-KFNVGSRFTMR - LEGDDFSERR -
-NY | VGSRFRMQ-FEGKDFSEKR -
-KFNVGSRFTMR - FEGDDFSERR -
-KFNVGSRFTMR - FEGDDL SERR -
-PWCSGMRFKMA -FETEDSSR I SW
-YWTPGTRVKMA - METEDSSRI TW.
-GFSLGTRFRMR -FEGEESPERI -
-QVSLGMRFRMM-FETEDCGVRR -
-KFIVGSRFTMR - FEGDDFSERR -
-KFNVGSRFTMR - FEGDDFSERR -
-KFNVGSRFTMR - FEGDDFSERR -

-NYS | GMRFKMR - FEGEEAPEQR
-RISVGMRFRML -FETEESSVRR -
-KLSVGMRFKMR - FEGEEVPERR -
-QISLGMRFRMM-FETEESGTRR -
-NYA | GMRFKMK - FEAEEAPEQR -
-QVSVGMRFGMM-FETEESGKRR -
-QVSVGMRFGMM-FETEESGKRR -
-QISLGMRFRMM-FETEESGTRR -
-QWCPGMRFKMA -FETEDSSR I SW:
-KLSVGMRFKMR - FEGEEVPERR -
-KFAVGMRFKMR - FEGEDSPERR -
-NYS | GMRFKMR - FEGEEAPEQR -
-RWCSGMRFKMA -FETEDSSR | SW-
-SFSAGMRVKMR - FETEDAAERR -
-RVSVGMRFRML -FETEESSVRR -
-RVSVGMRFRML - FETEESSVRRC
-FWTAGMRVKMA - VETEDSSRMT W
-NYA | GMRFKMR - FEADDAPEQR -
-QWCPGMRFKMA -FETEDSSR I SW-
-NYS | GMRFKMR - FEGEEAPEQR -
-CWCSGMRFKMA -FETEDSSR I SW

IFFPVMSTDS

-SFSSGMRFKMC - FETEDAAERRFAIHG- - - - - -

-KFVVGMRFKMR - FEGEDSPDRR -
-RVSVGMRFRMM-FETEESSVRR -
-AVCIGTRFKMR -FEMDDSPERR -

-SFSSGMRFKMR - FETEDAAERR -
-GFSVGMRFKMR - FEGEDSPERR -
-RVSVGMRFRML - FETEESSVRR
-GFSVGMRFKMR - FEGEDTPERR -
-QGSLGMRFRMM-FTTEESGVRR -
-QVSLGMRFRMM-FETEESGVRR -
-RVSVGMRFRML -FETEESSVRR -

-RWCSGMRFKMA - FETEDSSR I SW-:
-RWCSGMRFKMA -FETEDSSR | SW-
-GWCSGMRFKMA -FETEDSSR I SW-
-FWTAGMRVKMA - METEDSSRMTW-

-DYSAGTRFRML - FEGEECAEQR -
-EYSIGTRFIMQ-FEGEECTEQR -

-QF SVGMRFKMR - FETEDSSERRW.




LOC_0s01g70270.1]11667.m07038_altsplice/1-809

LOC_0s01913520.1/11667.m01333/1-700
LOC_0s02g06910.1]11668.m00642/1-909
LOC_0s02935140.1]11668.m03331/1-757
LOC_0s02041800.1/11668.m03990/1-784
LOC_0s04g57610.1|11670.m05695/1-819
LOC_0s04g43910.1]11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
LOC_0s04g36060.1/11670.m03490/1-1674
LOC_0s05043920.1]11682.m04181/1-700
LOC_0s0609660.1]11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1]11680.m04656/1-731
LOC_0s0648950.1/11680.m04850/1-1116

LOC_0s08g40900.1|11674.m04106_altsplice/1-1056

LOC_0s11¢32110.1|11687.m02952/1-812
LOC_0s12941950.1|11686.m04180/1-900

750 760

,,,,,, FTGT | IGSENLDPV -
...... FSGT IVGEGDLSL - -
------ YMGT ITGISDLDPV -
------ FSGT I IGVGSMSTS -
...... FMGTVASVQVADP | -
------ YMGT | TEVSDADPYV -
,,,,,, FMGTVAGVQASDPYV -

- -AGASSCRPR- - -

770 780 790
- -WPESSWRSLKVRWDEPS -T | P -RPDR - VSPWK I -
- QWSGSEWKSLKVQWDEVT -NVN-GPER - VSPWE | -
- RWMNSHWRSVKVGWDEST - AGE - RQPR - VSLWE | -
-PWANSDWRSL KVQWDEPS - VVP - RPDR - VSPWEL -
-RWPQSPWRLLQVTWDEPD -LLQ-NVKR-VSPWLV -
-RWPSSYWRSVKVGWDEST - AGE -RPPR-VSLWE | -
-RWPQSPWRL L QVTWDEPE -LLQ-NVKR-VCPWLV -

------ FSGTI 1GIGSVPAMSKSPWADSDWKSL KVQWDEPS -A 1V -RPDR-VSPWEL -

------ SAGL ISGISEVDPI -
------ YMGT ITGIGDLDPYV -
------ YMGT I TGI SDLDAA -
—————— FMGTVSAVQVADP | -
------ YMGT ITGISDLDPV -
------ YMGT ITGISDLDPV -
------ FTGT | VGMGDSDPA -
------ YMGT ITSISDLDSV -

-RWPGSRWKCLLVRWDDST -DSS-HQNR-VSPWE | -
-RWKNSHWRNL QVGWDEST -ASE-RRTR-VSIWE -
-RWPNSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-RWPNSPWRLLQVSWDEPD-LLQ-NVKR-VSPWLV -
-RWKNSQWRNL QVGWDESA -AGE -RRNR-VS I WE | -
-RWKTSHWRN | QVAWDEAA -PTE-RRTR-VSLWE | -
-GWPESKWRSLKVRWDEAS -S| P-RPER-VSPWQI -
-RWPNSHWRSVKVGWDEST -TGD -KQPR-VSLWE | -

LOC_0s12929520.1|11686.m02861_altsplice/1-842
LOC_0s04g56850.1|11670.m05610_altsplice/1-956
LOC_0s05g48870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723

------ FTGT IVGVGDSDPS - - - GWADSKWRSLKVRWDEAA -SVP -RPDR-VSPWQI -
—————— YTGTVVGISDYDPM- - - RWPNSKWRNL QVEWDEHG-YGE -RPER-VSIWDI -
------ YTGI I TGSGDTDPM- - - -WHGSKWKCLLVRWDDDA -EFR-RPNR-VSPWE | -
------ RTGI | IGSREADPM- - - -WHGSKWKCL VVKWDDDV -ECR-RPNG-VSPWE | -

LOC_0s01954990.1|11667.m05421/1-656
LOC_0s10g33940.1|11676.m02996/1-699
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
ARF1/1-665

ARF3/1-608

ARF4/1-788

ARF5/1-902

ARF6/1-933

ARF7/1-1165

ARF8/1-811

ARF9/1-638

ARF10/1-693

ARF11/1-601

ARF12/1-593

ARF13/1-623

ARF14/1-605

ARF15/1-598

ARF16/1-670

ARF17/1-585

ARF18/1-602

ARF19/1-1086

ARF20/1-615

ARF21/1-606

ARF22/1-600

ARF23/1-222

ARF2/1-859

PoptrARF8.1/1-827

PoptrARF1.1/1-660

PoptrARF7.3/1-1113

PoptrARF2.3/1-792

PoptrARF5.1/1-933

PoptrARF5.2/1-944

POptrARF7.4/1-1137

PoptrARF16.1/1-669

PoptrARF1.2/1-662

PoptrARF9.1/1-666

PoptrARF2.1/1-854

PoptrARF16.3/1-700

PoptrARF3.1/1-709

PoptrARF6.2/1-914

PoptrARF6.4/1-953

PoptrARF17.1/1-594

PoptrARF2.4/1-879

PoptrARF16.2/1-708

PoptrARF2.2/1-852

PoptrARF10.1/1-708

PoptrARF3.3/1-109

PoptrARF9.2/1-670

PoptrARF6.1/1-884

PoptrARF4/1-713

PoptrARF6.3/1-163

PoptrARF3.2/1-714

PoptrARF9.3/1-579

PoptrARF6.5/1-907

PoptrARF9.4/1-632

PoptrARF7.1/1-1047

POptrARF7.2/1-1093

PoptrARF8.2/1-816

PoptrARF16.6/1-91

PoptrARF16.4/1-701

PoptrARF16.5/1-536

PoptrARF10.2/1-713

POptrARF17.2/1-592

PoptrARF2.6/1-724

PoptrARF2.5/1-614

Consensus

------- SGMIAGVSEVDP | -
------ FMGT | SSVQVADPN -

-RWPGSKWRSLLVRWEDAT -DCN-SQNR-VSPWE | -
-RWPNSPWRLLQVTWDEPD-LLQ-NVKC-VSPWLV -

------ YMGT ITGISDLDPV---------------GWDESA-AGE-RRNR-VSIWEI -

—————— LNGTLTNLRH
------ I SGTVRTFDHLRP - -
------ PRGKVTAIAT

-QQIWRTLEVEWDASAASSS - MKNRFVNPWQV -

-GQLWRNLE | VWDGNS - - - - - EMDMSANFWQV -

800

- ---WRMLEVDWDQAASP ISYRIHRQVNSWQVLRQPQPAATTSAVRIRDAI - - - -

810
-EPASSPPVN
-ETCDGTAPA INVP
-EPLTTFPMYP
-EPLAVSNSQPS

-ELVSSMPA INLSSF
-EPLTTFPMYP
-ELVSSMPNLHLPSF

-EPLDASNPQPPQ
-ERVGGSVSVTHSL
-EPVATPFY I CPPPF
-EPLTTFPMYP
-ELVSNMPA | HLAPF

FGAKRPRQLD
- - - -FTAKRPRLPGMT

~ELTSSVSGSHLS- - - - - - -
-ELSGSVSGSHLS- - - - - -
-EIVGGS | SVAHSLS - - - -
-ELVSSIPPIHLGPF- - - -
-EPVAAPFFLCPQPF - - - - -
-QPVDF

-RPVEEVDISPS

------ FSGT I VGVQENKSS -
------ SPGI ISGISDLDPI -
—————— CAGVVTGVCDLDPY -
...... YMGT IVGI SDLDPL -
...... YMGT ITGICDLDPT -
------ YMGTVTGISDLDPYV -
------ YMGT ITGISDLDSV -
------ YSGTV IGVKDCSP - -
,,,,,, FMGTVSAVQVADP | -
...... FTGT I 1GSGDLSS - -
...... CFGT 1 IGVSDFSP - -
------ YDGT | | GYNDMSP - -
------ SFGT I IGVSDFSP - -
------ YFGT | IGVSNFSP - -
,,,,,, FMGTVSAVNVSDP | -
...... FQGIVSSTYQETG- -
...... FTGT IVGSGDLSS - -
------ YMGTVTGISDLDPYV -
------ YFGT | I GYVNDFSP - -
------ YFGT | IGVSDFSP - -
,,,,,, YFGT I IGVSDFSP - -

...... FTGTIVGIEESDPT -
------ YMGT ITGISDLDPYV -
------ FSGT IVGVGDNISS -
------ HMGT ITGI SDLDAYV -
—————— FSGTVIGVEEADPK -
...... YMGT IVGISDLDPL -
...... YMGT IVGISDLDPL -
------ HMGT ITGI SDLDAV -
------ FMGT I SSVQVADP | -
------ FSGT IVGVGDNISS -
,,,,,, FSGT IVGVEDFSP - -
...... FTGT IVGIEDADPS -
...... FMGTVCSVQDADPL -
------ YTGLITGISELDPT -
------ YMGT ITGISDLDVA -
IMFDSRYMGT ITGISDLDPA -
,,,,,, FQGTVSGTGLPDCG-
...... FSGTVIGVEEADPK -
...... FMGT I SSVQFADP | -
------ FTGT IVGIEDADPG-
------ FMGTVASVQVADPD -
------ YTGI ITGVSELDPA -
—————— FSGT IVGVEDFSP - -
...... YMGT ITGISDLDVYV -
...... CSGVVTGTADLDPY -

-VWHDSEWRSLKVQWDEPS -SVF -RPER - VSPWEL -
-RWPGSKWRCLLVRWDD IV -ANG-HQQR-VSPWE -
-RWPNSKWRCLLVRWDESF -VSD-HQER-VSPWE | -
-RWPGSKWRNL QVEWDEPG-CND-KPTR-VSPWDI -
-RWANSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-RWKNSQWRNL Q| GWDESA -AGD-RPSR-VSVWD | -
-RWPNSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-HWKDSKWRCLEVHWDEPA -S|S-RPNK-VSPWEI -
-RWPNSPWRLLQVAWDEPD-LLQ-NVKR-VSPWLV -
-QWPASKWRSLQIQWDEPS -S1Q-RPNK-VSPWE -
-HWKCSEWRSLEVQWDEFT -SFP - GPKK -VSPWD | -
-HWKDSEWRSLKVQWDELS -PFL -RPNQ-VSPWDI -
-HWKCSEWRSLEVQWDEFA -SFP -RPNQ-VSPWDI -
-HWKCSDWRSLEVQWDEFA -SFL -RPNK -VSPWE | -
-RWPNSPWRLLQVAWDEPD -LLQ-NVKR-VNPWLYV -
-PWRGSPWKQL QI TWDEPE - I LQ-NVKR -VNPWQV -
-QWPASKWRSL QVQWDEPT -TVQ-RPDK-VSPWE | -
-RWKGSQWRNL QVGWDEST -AGD-RPSR-VSIWE -
-HWKCSEWRSLEVQWDEFA -SFS -RPNK -VSPWE | -
-HWKCSEWRSLEVQWDEFA -SFS -RPNK -VSPWE | -
-HWKCSEWRNLEVQWDEFA -SFS -RPNK -VSPWE | -

-RWPKSKWRSLKVRWDETS -S| P-RPDR-VSPWKV -
-RWPNSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-GWADSEWRSLKVHWDEPS -S|IL -RPER-VSPWDL -
-RWKNSQWRNL QVGWDEST -AGE -RRNR-VS IWE | -
-KWPRSKWRCLKVRWDETS -PVH-RPDR-VSPWK | -
-RWPGSKWRNL QVEWDEPG-CSD-KQNR-VSSWE | -
-RWPGSKWRNL QVEWDEPG-CSD-KQNR-VSSWE | -
-RWKNSQWRNL QVGWDEST -AGE -RRNR-VS IWE | -
-RWPNSPWRLLQVAWDEPD -LLH-NVKR-VSPWLV -
-GWADSDWRSLKVQWDEPS -S| M-RPER - VSHWEL -
-HWNDSKWRSLKVQWDEPA -S|S-RPDR-VSPWEI -
-RWKDSKWRCLKVRWDETS -TIP-RPDR-VSPWKI -
-CWPGSPWRLLQVTWDEPD-LLQ-NVKR-VSPWLYV -
-RWPGSKWKCLLVRWDDTE - -AN-RHSR-VSPWEV -
-RWPNSLWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-RWPNSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-AWRGSPWRML Q| TWDEPE -VLQ-NVKR-VSPWQV -
-KWPRSNWRCLKVHWDETS -PVH-RPDR -VSPWKYV -
-RWPNSPWRLLQVAWDEPD-LLQ-NVKR-VSPWLA -
-RWKNSKWRCLKVRWDETS -TMP -RPER -VSPWK | -
-RWPNSPWRLLQVTWDEPD-LLQ-TVKC-VSPWLV -
-RWPGSKWKCLLVSW:
-HWNDSKWRSLKVQWDEPA -P | P-RPDR-VSPWE | -
-RWPNSQWRSVKVGWDEST -DGE -RQPR-VSLWE | -
-KWPNSKWRCL MVRWDEDYV - | SD-HQER -VSPWE | -

-EPLVANSTPSSQ
-EPSGSISNSG
-DPSVSLPHLS
-ETPESLFIFPSL
-EPLTTFPMYP
-EPVLTPFYICPPPF
-EPLTTFPMYP - -
-EPFVNSENVP -
-ELVSNMPT IHLSP
-EPFSPSALTPTP
-EHLMPAINVP

~EIAAHATQLHTP
-EPFLATSPISTPA
-EPVITPFYICPPPF
-EHLMSALNVP

-EPLVATTPSN---------
-EPVTAPFFICPPPF
-ERALAPSLDPVPGC
-ETPESLFIF
-ETPESLFIF
-EPVTAPFF ICPPPFLDLSVQGNQECQWMASSGLYYQIDKTVLLWD
-ELVSNMPAIHLSPF
-EPLVATTPSN
-EPCVASVPANLS
-EPALAPPALN
-ELASHMSAIHLSPF - - - - -
-EPSGSVSGSGSGS I SSSN

-EFVATTLPLQDA- - - - - - -
-EPALAPSMDPV
-ELVSNMPAIHLSPF
-EPALAPPALN
-ELVSNMPV IHLSPF

-EPYLSS

-EPLTTFPTYP- -

------ YTGI I TGVSELDPA -
------ FTGTIVGVGDISP- -
—————— YMGT I TGISDLDPV -
------ FTGTIVGVGDISP- -
------ YMGT I TGISDLDPV -
------ YMGT I TG | SDMDPV -
------ YMGT I TGTSDLDPV -

-RWPGSKWKCLLVRWDDRE - -AN-RLSR-VSPWEV -
-EWSGS IWRSLK I QWDEPA-TIQ-RPER-VSPWDI -
-RWPNSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -
-EWSGS IWRSLKIQWDEPA -TIQ-RPER-VSPWDI -
-RWKNSQWRNL QVGWDEST -ASE -RPNR-VSIWE | -
-RWKNSQWRNL QVGWDEST -AGE -RPSR-VSIWE | -
-RWPNSHWRSVKVGWDEST -AGE -RQPR-VSLWE | -

-EPSGSGSISSSN

-EPFAAPASPNL
-EPLTTFPMYP - -

-EPFAAPASPNL

-EPVVTPFY I CPPPF - - - -FRPKFPKQPGMP
-EPVVTPFY|YPPPF - - - -FRPKFPKQPGMP

-EPLTSFPMYP - -

,,,,,, FMGTVCSVQAADSL -
...... FMGTVCSVQAADSL -
...... FMGTVTSVQVADPYV -
------ FQGTVSGTGLPDSG-
------ FEGTVVGTEDVDHI -
------ CEGTVVGAEDVDHI -

-WWPHSPWRLLQVTWDEPD-LLQ-NVKR-VSPWLV -
-WWPHSPWRLLQVTWDEPD-LLQ-NVKR-VSPWLYV -
-RWPNSPWRLLQVAWDEPD-LLQ-NVKR-VSPWLYV -
-AWRGSPWRML Q| TWDEPE -VLQ-NAKR -VSPWQV -
-RWPNSEWR | LKVKWDAASEPFV -HQER-VSPWN | -
-RWPNSEWR | LKVKWDAASDAFV -HPER-VSPWN | -

...... FMGT ITGVSDLDPV -

-RWPNSKWRSLKVGWDEPT -AGE -RPNR-VSPWE | -

-ELASNMAA I|HFPPF
-ELASNMAA I HFPPF
-ELVSNMPV IHLSPF
-EFVATTPQL QAA
-EPIEPIRKKHASRLH- - - -
-EPIEPIRKKHAS

nl—
“EPVS+PP+IPLSPF----xccemmmmmeannn- FRPKFPKQPGMP



LOC_0s01g70270.1|11667.m07038_altsplice/1-809
LOC_0s01g13520.1|]11667.m01333/1-700
LOC_0s02g06910.1|11668.m00642/1-909
LOC_0s02935140.1|11668.m03331/1-757
LOC_0s02g41800.1|11668.m03990/1-784
LOC_0s049g57610.1]11670.m05695/1-819
LOC_0s04g43910.1|11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
LOC_0s04g36060.1|11670.m03490/1-1674
LOC_0s05943920.1|11682.m04181/1-700
LOC_0s06g09660.1|11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1|11680.m04656/1-731
LOC_0s06g48950.1|11680.m04850/1-1116
LOC_0s08g40900.1|11674.m04106_altsplice/1-1056
LOC_0s11932110.1|11687.m02952/1-812
LOC_0s12g41950.1|11686.m04180/1-900
LOC_0s12929520.1|11686.m02861_altsplice/1-842
LOC_0s0: 0.1]11670.m05610_altsplice/1-956
LOC_0s05g48870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723
LOC_0s01954990.1|11667.m05421/1-656
LOC_0s10g33940.1|11676.m02996/1-699
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
ARF1/1-665

ARF3/1-608

ARF4/1-788

ARF5/1-902

ARF6/1-933

ARF7/1-1165

ARF8/1-811

ARF9/1-638

ARF10/1-693

ARF11/1-601

ARF12/1-593

ARF13/1-623

ARF14/1-605

ARF15/1-598

ARF16/1-670

ARF17/1-585

ARF18/1-602

ARF19/1-1086

ARF20/1-615

ARF21/1-606

ARF22/1-600

ARF23/1-222

ARF2/1-859

PoptrARF8.1/1-827

PoptrARF1.1/1-660

PoptrARF7.3/1-1113

PoptrARF2.3/1-792

PoptrARF5.1/1-933

PoptrARF5.2/1-944

POptrARF7.4/1-1137

PoptrARF16.1/1-669

PoptrARF1.2/1-662

PoptrARF9.1/1-666

PoptrARF2.1/1-854

PoptrARF16.3/1-700

PoptrARF3.1/1-709

PoptrARF6.2/1-914

PoptrARF6.4/1-953

PoptrARF17.1/1-594

PoptrARF2.4/1-879

PoptrARF16.2/1-708

PoptrARF2.2/1-852

PoptrARF10.1/1-708

PoptrARF3.3/1-109

PoptrARF9.2/1-670

PoptrARF6.1/1-884

PoptrARF4/1-713

PoptrARF6.3/1-163

PoptrARF3.2/1-714

PoptrARF9.3/1-579

PoptrARF6.5/1-907

PoptrARF9.4/1-632

PoptrARF7.1/1-1047

POptrARF7.2/1-1093

PoptrARF8.2/1-816

PoptrARF16.6/1-91

PoptrARF16.4/1-701

PoptrARF16.5/1-536

PoptrARF10.2/1-713

POptrARF17.2/1-592

PoptrARF2.6/1-724

PoptrARF2.5/1-614

Consensus

850 860 870 880 890 900 910 920 930 940 950
<= - -PLPLSRVKRPR--------- PNAPPASPES - - - -
- - - -LQSATKNKRPR
- - - -SPFPLRLKRPW.
- - - -PQPPARNKRAR
- ---SPPRKKPRILA
- - - -SLFPLRVKHPW.
- - - -SPPRKKPRNPP

DDENEVESAFKRAMPWLADDFALKDVQ- -SALFPGLSLVQ
----SPFPLRLKRPW.
- ---SPPRKKLCVPL
DESSEMENLLKRAMPWLGEE I CIKDPQTQNT IMPGLSLVQ
DDETEMDGL LKRAMPW G GEE | CKKDLN I QNSVVPGLNLAQ
----PLPVPRTKRLR
- ---SAFPLRLKRPW.

- ---PLPAPRTKRAR
<= -TLNSKRQCLPG- -------- YGVSVPGME | GSANMSSFPRAQG
<« =TPHSKRLKPCL - - - - = -« - - PHVNPEYM

- - -TPHSKRLKSCF - ----LPNGSV- -
- - -ASSSKRTKLCP - ----ALYGNG- -
- - - -SSPRKKLRVPP - ----FEGHLL - -

DDESEMENL FKRAMPWL GEEVC | KDTQNQNSTAPGLSLVQ- - - - - - - - -
- - -PPLPMGLKISN
-TPQVQIMALPR
-TPPPKRLKNCE
-PQPPQRNKRPR
-SFVTTGPKRSR
- 1QSSPRPKRPW- - - - - - - - -
-TSGLKRQLHPS -
----------------------------- SPFPLRLKRPW- - - - = - - - -
~STIFPGLSLVQ---------
~SLFPLRLKRPW- - - - - - - - -
-KSVMLKNKRPR -
~FSPRKKIRIPQ---------

-TQQQSKSKRSR=- - - - - - -

~RSFLLKNKRLR - - - - - - -
~QSSLKKKKH-----------

“RSSFLKNKRSR- - ----n-n--n---
“RSSFLKNKRLR - ===« c s mmmmmmmcmm oo
-SPPRKKMRLPQ- - - - - - - - -

~FPPAKRLKYPQ- - - -----

- QQPQSKCKRSR - -« -« =« =xumuo--
-SSMFPGLSLVQ---------
----------------------------- RSSLLKNKRLR - - =« = - = mmmmmmmmmmmoom o
-RSSLLKNKRLR=- - - - - - -

~RPSLLKNKRLR=- - - - - - -

-PVPMPRPKRPR -
~SLFPLRLKRPW- - - - - - - - -
----------------------------- SQPMQRNKRPR - - - - - - - - -
-PQVLPGLSLAQ- - - RMNMQQNPSL ANSMQPNYMQSL SGSVL QN
~QSKRHRSNMAT - - = = - o« oo me e e e
-PSLTSGLKRPLQSGFLGDTEWGGLVKKPLA - - - -
----------------------------- PSLTSGLKRPLQSGFLGDSEWGSLVKKPLS - -« =« «-«- -«
-PQALPGLSLVQ
-SPPRKKLRLPQ
-SQPVQRNKRAR
-QPVQPKNKRPR
-PLPMPRPKRPR
-SSPRKKLRLPQ

-NSMAPGLKRSR - SGLPSLKAEF - - - - ----1PDGIG- -
-STFPLRLKRPW- - - - - - TPGLHSFHGKLLYTILRALMDGI - ----KDDDLG- - - - -
-SAFPMRLKRPW- - - - - - PSGLPSFHGLKDDDLS | NSPMMW- ----LQGGVGDLGVH

-SPPMKKLRYPN
- - - -SGCRLKRHRPN
- - - -SPPRKKLRLPQ
- - - -PLPLPRPKRPR
- - - -SPPRKKLRFPQ

----TASTRNSGLTQ
- ---SPFPLRLKRPW- - - - - - - - - PPGLPSFHGL - - - -
<= - -1QSSPRLKKLR--------- TGLQAAPPDK - - - -

- - - -NFMAPGLKRSR
- - - -TQQVMKTKRPR

- - -SAFPMRLKRPW-

- - - -TQQVVKSKRPR=- - - - - - - - -
NDESDTENAFKRAVPW. GDEF GKKDAA - -SSIFPGLSLVQ- - - - - - - - - WMSMQQNNGQF - - - -
DDDSD | ENAFKRAMPWL GDEF GMKDPP - -SSIFPGLSLVQ- - - - - - - - - WMSMQQNNGQF - - - -

-~ - -SLFPLRLKRPW- - - ------ HPGSSSLLDS - - -RDEASNGL | W

- ---SSPRKKLRLPQ
-SSPRKKLRLPQ
-SPPRKKSRFPQ
- ---FPPMKKLRYPN
-MECIADKSLPR
-LPTIAHLLSPP

FLISVK-----
FSPIGK-----

DDESDMEN+FKRAMPW. GDEFCMKDPQ-QS+P+KRLKRPRQSGFLG++EPPGLPSSPDS++DDS++SSSLSPG---------------------- L+GGSGDLGVQ



o 9 980 990
LOC_0s01g70270.1|11667.m07038_altsplice/1-809 TKVDTDPAQAQRSQNSTV
LOC_0s01g13520.1|]11667.m01333/1-700
LOC_0s02g06910.1|11668.m00642/1-909
LOC_0s02935140.1|11668.m03331/1-757
LOC_0s02g41800.1|11668.m03990/1-784
LOC_0s049g57610.1]11670.m05695/1-819
LOC_0s04g43910.1|11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
LOC_0s04g36060.1|11670.m03490/1-1674
LOC_0s05943920.1|11682.m04181/1-700
LOC_0s06g09660.1|11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1|11680.m04656/1-731
LOC_0s06g48950.1|11680.m04850/1-1116
LOC_0s08g40900.1|11674.m04106_altsplice/1-1056
LOC_0s11932110.1|11687.m02952/1-812
LOC_0s12g41950.1|11686.m04180/1-900
LOC_0s12929520.1|11686.m02861_altsplice/1-842
LOC_0s0: 0.1]11670.m05610_altsplice/1-956
LOC_0s05g48870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723 -SSDFAESARFHKYV - ----LQGQELLGL
LOC_0s01954990.1|11667.m05421/1-656 -RPDSVETEKFPRYV - - - - -LQGQEL MGS
LOC_0s10933940.1|11676.m02996/1-699 - -----------------------NPIFHGNPL - - - - - - - - - GPSNSPLCC
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
ARF1/1-665
ARF3/1-608
ARF4/1-788
ARF5/1-902
ARF6/1-933
ARF7/1-1165
ARF8/1-811
ARF9/1-638
ARF10/1-693
ARF11/1-601
ARF12/1-593
ARF13/1-623
ARF14/1-605
ARF15/1-598
ARF16/1-670
ARF17/1-585
ARF18/1-602
ARF19/1-1086
ARF20/1-615
ARF21/1-606
ARF22/1-600
ARF23/1-222
ARF2/1-859
PoptrARF8.1/1-827
PoptrARF1.1/1-660
PoptrARF7.3/1-1113
PoptrARF2.3/1-792
PoptrARF5.1/1-933
PoptrARF5.2/1-944
POptrARF7.4/1-1137
PoptrARF16.1/1-669
PoptrARF1.2/1-662
PoptrARF9.1/1-666
PoptrARF2.1/1-854
PoptrARF16.3/1-700

QSEYLRSL SNPNMQNL GAADL SRQL CLQNQLL QQNN I QFNTPKLSQQ- -
QPELLNSL SGKPVQNLAAADL SRQI SFHPQFLQQNN I QFNTALVPQQ- -
TKVVVESEPNGTQRTFQTQ
- - --GTQSLNFQGHGVSPWLQPRIDSPLLGLKPDTYQQMAAAALEE | RYGDPSKQHPATLQY - -

SGPVTPDGVWKSP - -
ATDFEESLRFQRV - -
FLDFEESVRPSKV - - = - = s oo o oo mm oo oo e

EIGQRSMN - -
E I GQQSM- - -
EIGQLSV- - -
L IRSSPLSS-

SSHLLPPTLTQGQ- -
SSHLLPPILTQGQ- -
VPSFPSNP
EILYPQSGLSSAA- -
TPAPPSFLYSLPQ- - SQDS I NASL - -
PQLPSALSSFNLPNNFASNDPSKLLNFQSPNLSSANSQFNKPNTVNH - -
ILVLYTCSSSSHI
SSHLLPPILTQGQ- -
SSHLLPPILTQGQ- -

EIGQLSV- - --
EIGQLSV- - --

SYGDSQRGR - -
LAQSCDLTQ- -

SKVTADPSSASGFSRV
MPIFSGNL - - - - - - -

POptrARF3.1/1-709 ------ASDFRVSSRFQEV - -
POptrARF6.2/1-914 e e oo oo oo oo MNSSL MWM. RGDGDRG | QSLNL QGGMGVAPWMQPRVDTSML GL QNDVYQ
PoptrARF6.4/1-953 SLNFQNFGAAPWI QPRFEASMPAL QPDVYQTMAAAAL QEMRTVESSKLASQSLLQFQQSQNLSTGPAALVQ

PoptrARF17.1/1-594
PoptrARF2.4/1-879
PoptrARF16.2/1-708
PoptrARF2.2/1-852
PoptrARF10.1/1-708
PoptrARF3.3/1-109
PoptrARF9.2/1-670
PoptrARF6.1/1-884
PoptrARF4/1-713
PoptrARF6.3/1-163
PoptrARF3.2/1-714
PoptrARF9.3/1-579

GKSYENHVMWHQKQTDV NGHSNSMSR - -
KNPSL MWL RGDGDCGYQSLNFQGTGVSPWQPRVDASML GLQNDVYQ- -
FLDFKESVRSSKV LQGQENVGL - -

APGFRESSRSQEV - -
PTSAASSFWYHG
POptrARF6.5/1-907 SLNFQSFGVAPWI QPRFDTSMPAL QPEMYQTMAAAAL QEMRTVESSKL ASQSHL QF QQSQNVSNGPAAL 1 Q

EVQSSESHVWSMR - - - = - = = == r = s memomme o oe oo
PPMVPSNDL QKNL STDDPSKLLNFQAPGL SAPS | QF NKTNSENQVGQ
PSMVPSNAL HNNL STDDPSKVLNFQAPGL SPPSVQL NKTNPQNQVGQL PQPPMAWT QQQQL QQL L QT
EQGL PSL NF QANML PWMQQRL DP T ML GNDHNQQY QAML AAGMQNL GG - -

PoptrARF9.4/1-632
PoptrARF7.1/1-1047
POptrARF7.2/1-1093
PoptrARF8.2/1-816
PoptrARF16.6/1-91
PoptrARF16.4/1-701
PoptrARF16.5/1-536
PoptrARF10.2/1-713
POptrARF17.2/1-592
PoptrARF2.6/1-724
PoptrARF2.5/1-614

Consensus

SLNFQ-FG-APWI+PS+QL+L+DLSP+FLPSLLSSGQSGLQS+NLS+Q+A+SLSQ++QQASLLQGQEQLGH - - - - - -~ - - [ T
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LOC_0s04g43910.1|11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
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QQQQQQSQCMQVPQHQQMQQQKNMTNYQSVPNAL SPFSQLSSPSQSSPMTLQTVLPFSQPQSYPDTSMSSL SPSNTSTMHNALRPFSSEAPSHLSM- - - - - - - - - -
——————————— QSSLSPHGLHQLDHGMQPRIAAGL | [ G- - = = = = = = = == em e oo e e meooeeeaeae oo oo -HPAARDDISCLLT - - - - - -- -
QQL SKMPAQL SSLANQQF QL TDQQL QL QL L QKL QQQQQSLLSQPAVTLAQLPL | QEQQKL L L DMQQQL SNSQTL SQQQMMPQQSTKVPSQNTPLPL - - - - - - - - - P
PQQL HHQQQQT QQL QPVQQVQQSVQEHQQ I K | QPVHVSMDASMNT QVADHQMKL QL L KAL QPQQPL | SEQQKML L DL QQQV I NSQSAPQQCVQVTN - - QA I SLHNS
AGHSNFWHTVNAQY QDQQSNHNMFPSSWSFMPPNTRL GL NKQNYSMI QEAGVL SQRPGNTKF GNGVYAAL PGRGTEQY SGGWF GHMMPNSHMDDT Q- - - - - - - - - -
QHVL QEQSSQEMQQQL PSSDHHVADVASESGSAPQAQSSLLSGSSFYNQNLLEGNSDPPLHLHNNFHNFSNQEASNLL | LPRSSQLMASDGWPSKR - - - - - - - - - -
GNRSNTWNT I NVHYPDQNANHNMY PGTWSL MPPNTGFGVNQQNYLMTPD | TLPQRSL NAKFGGNGAFTSLRAHG | DQRSSGWL GH | EPSSH | DDAS
SSKSPDGGKSVNSFPNQGCFSQF | DGL DWMTQPSYYQDSNV | QPAGVSEN | FSSSAD | PPSMI ADTMETFQASCL SDCLPNS | QEF I SSPDLNSLT
- CSGFGESHRL QKVL QGQEL FRPYRGTLVDASMGS - - - -NGFHQQDSPRAPG
CSGFGESQRFQEVL QGQEVFRPYRGGTLSDAC | RG- SGFRQPDGNHAPG
SVSFGES | GFPEVL QGQE | SQTVPPFQGML PDACSAK SRYELKNYVCTPA
-HLGLLHSGSFNRLDAITPPSRISKGFVVS-------- -SAPAHDNISCLLS
LGQLVNLASQQSKLFDEELQLQILQKLQQQSLMSQSTSTLSQPPL | QEQQKL | TDMQKQL SNSHSL AQQQMMPQQE | KPSLQATPLLPTVQQEQQQ- - - - - - - - - -
SLLVPP I LMHPQPQPPAD | QGARHNNG ~HAYADIPSSSTPS----------
-VLPRIPDLRVTNLQGGRWEFGHTWSDADTDRRSSSHTLAAGW- - - -SAFVKAKRLCVGD - - - - - = - = - -

- - - -HGGNKSFGVS | GSAFWPTNADSAAESFA - SAFNNESTEKKQT - - = - - - = - - -
-GTEFGDSYGFHKVLQGQETVPAYS | TDHRQQ “HGL SQRN I WCGPF - - < - - - - - - -
—————————— CSGVMDLDRFPRVL QGQE | CSLKSFPQFAGF SPAAAPNPFAYQANK - - - = = = ==« o eoeeooooooao.. - -SSYYPLALHGIRS ----------
------ SQVTTSTVCNEEKVNQLLQKPGASSPVQADQCLDITHQIYQPQSDP INGFSFLETDELTSQVSSFQSLAGSYKQPF ILSSQDSSAVVLPD- - - - - - - - - -
SQPNTSPLQSMTSLCHQQSFSDTNGGNNP I SPLHTLLSNFSQDESSQLLHLTRTNSAMTSSGWPSKRPAVDSSFQHSGAGNNNTQSVLEQLGQSHT - - - - - - - - - -
AAQQHQSQQASTHHLQPQLVSGSMASSV ITPPSSSLNQSFQQQQQQSKQL QQAHHHL GASTSQSSV IETSKSSSNLMSAPPQETQFSRQVEQQQPPGL NGQNQQTL
QL QQPDQNAYL NAFKMQNGHL QQWQQQSEMPSPSFMKSDFTDSSNKFATTASPASGDGNLLNFS I TGQSVLPEQLTTEGWSPKASNTFSEPLSLPQ
NEDAKKSDWLNNSYSVSNVAKDSTLN -DQMVSPVEQKKPE
———————— LNLSSYTGNNKLHSPAMFLSSFNPRHHHYQAR -DSENSNNISCSLT - ---------
-SQSHESNPSVKLLFQDPATERNSN -KSVFSSGLQCK I T--=--------
- -DATEDAMNPSKLLMSYPVQPMPKLNYN - -NQMVTEMEENITT - ---------
- -NAIEDSKFLSGLLLNHSLLAIPNENYNS - DQMIQPRKED I TT -« cnnnm--
- -DITEDAMTPSRLLMSYPVQPMAKLNY “NNVVTPIEENITT----n----
- -ETTEDAMNPSRLLMSYPVQPMPKRNYN “NQMVTQIEENITT----------
DLHHYYLNRPPPPPPPSSLQLSPSLGLRN - IDTKNEKGFCFLT - - --------
STFPAGMQGARQYDFGSFNP - - -TGF IGGNPPQLFT - - - -------

SGGYSSNNSFKPETPPPP - - - = = = = = = = = = == w = @ e o o @ e e n e e e e e e e
QMT SFAQEMQF QQQL EMHNSSQL L RNQQEQSSL HSL QQNL SQNPQQL QMQQQSSKPSPSQQL QL QL L QKL QQQQQQQS | PPVSSSL QPQL SAL QQTQSHQLQQLLS
----------- DTTEDAMNPSRLLMSYPVQPMPKLNYN - - = - = « =« <« x s m o e e e me e oo e oo oo e e oo oo oo NQMVTQIEENITT - - - o - e - - - -

- -DTTEAAMNPSRLLMSYPVQPMPKLNYN - “NQMVTQIEENITT ----------
- -DTTEDVMNPSRLLMSYPVQPMPKLNYN - “NQMVTQIEENITT -« -~~~

DHSSSPSMPAKRILSDSEGKFDYLANQWQMIHSGLSLKLHESPKVPAATDASL QGRCNVKYSEYPALNGL STENAGGNWP | RPRALNYYEEVVNAQ

PGDQAHQHQH | YHDGL Q1 QT DQL QRQQSNL PSPSFSKTEYMDSSSKFSATNTPMQNML - - - = - = - = = <= mmoe e mee oo GSLCSEGSVNLLD- - - -------
------------ AKANSL SFCGNSQVTSVSPNSMYRPNQVESVT - - = - = =« n o s ceeeeaaeaaaaaaaaeeoee .DSFAPVVNKDLGE - - - - -« ----
GQL GQL QDSQRQLLDASQSFSRSMTPSQMLE | PQTTPTSLPQPNT I PQQMTKNNNQTNTRFSHL PQQL KPQQQHSG | MLL SEMAGHMGL PPSSMAN - - - - - - - - - -
rrrrrrrrr HSAPLMYL GHPFNMMASRMEVHVAKDKD | QQQRGSWE - = = - = - =« =« <2« oexauoeeaaouoaaooeeo o SPLPYADNSSHPS -« --«-----

VQKP | SCPMTQQNATNHL VF QNQNQGQSQL QASL WPMQAL TESSLLNSQQ I RASLADATTPNCSLPFLDAGEWI SHPMS | DSMCRSGPLSMFGLQD - - - - - - - - - -
VQKPSSCPMTQQNATNHL AF QNQNQGHSQL QTNLWPAQAFPESSLLNSQQILSPLADATAPNCSLPFLDADEWI SHPMSLAGMYRSGPLSMFGSQD - - - - - - - - - -
GQL GQL QDSQRQL L DASQSFSRSMAPSQMLE | PQTAPTSLPQPNT I PQQL TKNNNQNNVRFSHPPQQPKL QQQHTG I LPLSEMAGHMGLLPSSMAN - - - - - - - - - -
QAGLFPVDFQRLDRAAPPSR I SNSNFVG- - - - CNTQNSES I SCLLT -« ---nnn--

-AKVNSL GFRGNSQVASVSHNSMHWPNRVESVT -DSFAPVVNKDSGE - ---------
——————————— HVNVSQHLFQEAMEDSKSVSPWPVFVGYSTPL - - - - -----------oo oo immo oo oo oo oo - - - - -SSKSKNDPIPDPS----------
VDQTAGGANPMKKHL SDQGQFNLLASPWS | MSPGL SLKLSESNSRVP I QGSSDVTYQSRENIRYSAFSEYPMLHGLRVEQSHGNCMMPPPPSHFDN - - - - - - - - - -

--HTGLLRAGFPPLLDHTASLTKASNIQTIQ--------------- -KPILSEGVSCELT

- - -GFNESYRFHKVLQGQE I FPRSPYRRIPNANKAREN -CGLGLSDGVQRSS
ATQSLTPPLQAISLCQQHSFSDSNGNLVTSPVVSPLQSLLGSFPQDETSHLFNFPRTNPLTTSSGWPSKRAAVDPL I SSVAPQCMMSQVEQLGPPQ
APSHSPSLQA I PSQCQQQAFSEPLGNL I AASGVSSVPS I MGSLPQDRGHLLNSNGSNPVSSSALL SKQAAFGPQL SSGAAPGVLPQVEQSGTTQSA
—————————— NASMLNYSTFPAGMQGARQDPFSTFSL - - - - === ---------oo oo o o oo oo oo oo - - - - - -SNL ISENASQVFG- - - - - -----
-SAPMMYTGHPFNMLASSMEVQVAKDKDTQQQHGSRF - -LPFPYADSSPHPS - - - - ------
QSGLFPVDFQRRDHAASPSRISSGNFMG- - - - -NTKKSENISCLLT ----=------
VDQTAVAANPTKKHL SDQGQFNLLASPWS IMSSGLLLKLSESNTKVPVQGSDVTYQARANVFSEYPVLQGHRVEQSHKNWMMHPPPSHFDNHANSR - - - - - - - - - -
----------------- LQSGLFLSSLQRFNPRTKNSENYPTG- - --------------------------------------HPDSNKNLSCLLT----------

-TPLSSKSKNDAIL----------

- -HVNVSQHPFQDAMEDSKSVSPWPVFSGYS
ASQSLTPPLQA I SLCQQHSYSDSNGNPATSPAVSSLQSLLDSFPPNESSHLLSWPRINPLVTSSGWPSKRAAVESLTSSGAPQCMVTQVEQLGPLH - - - - - - - - - -
------------ SLSSVGAL GKPNTGRSSFQMYPGPR - - = = = = = = = = == c o memomeoeeaoeaaaaaeeaooono-- . PAFYPVAAESLRS----------

-CSLGFSDGVQRSS - ---------
----------------------------------------------------------------------------------- STQSHEQSNCL IN
APSQSPSLQP | SSQCQQQAFSEPLGNS | AASDVSSMHSV | GSLSQDGGSHLLNSNGSNPV | SPALL SKRAA | DPQLSSGAAH - CALPQVEQLRTTQ
------------------ GSCNSRARPEGIWPSSSHMNS | I SGF - = = =« = =« 2o ecmemameoeaaaaeaoeoo-o- - ASSISRQSNGL IN----------
TQLQQSPLLLLQQNPSQRVQPQPHQQ!QQL SQPDNSEQQLHL QL L QNL QQQQQQQLL SPESLLLQSQKL QQQQQTHQQNQQLHQSPLTQNQQPLGS - - - - - - - - - -
QQSPLLHSNSNSNNCNNYHSPATLSNSFTFSYYRSCSS | SSCPPLQAQFCSLSSYSNNNSRPTSNTSNFSSHLCHR | SSHLGSNSFSTAALMQTQS - - - - - - - - - -

PDDQAQQHQHAYHDGLH I QTDLL QRQQSNLPSPSFSKTEYMDSSPKFTVSTTPMQN I L -GSLCTEGSGNLLD - - - - ------
- -QTGLLRTGFPPLLDHTASLTKASNVQT IP -KPSMCEDVSCELT - == -« = -« - -
- -QTGLLRTGFPPLLDHTASLTKASNVQT IP ~KPSMCEDVSCELT - - - -« =----

-HTNSNENISCLLT - ---------
-SNF ISENAPQVFS - - - -------
-SELKHANEVPLAA- - --------
-RGFELKHANEVPL - - - - - -----

QQSGMFLSSLQRFNPHSRNSETYLTG- - - -
-NASMLNYSTFPAGMQGARQDPFSTFGL
NIARLGIPNSRHSTFNSYGVHDNAVGSRSL SVPNVSHNSGSQKWRG -
--------------- SSYGVHDNAVGSRSLSVPFVSHNSGSQKW- - -

QQQ+Q+Q+QQQQSLLDSQGFSQLLQGQQSLPPPSSSQSSLSSGSLQONSQQLLSS+S+NPLSSSS+TQ+SSQQSQSLSSSQP++SSFVSED+SCLPT - - - - - - Q--S
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- --PHASIAPVELEKTEGSGFK I FGFKVDTTNAPNNHL SSPMAATHEPML QTP
- -TEEVAPNASKVVEGKKEPAMFRLFGVDLMKCTS | STTTDDKSSVGAGEASAKG
-VPRITPVPVSDPWSSKRVAVEST I TSRPHD | SSQIENFDLTPSS | PQNSTLAPL
EKKQEPSSAGCRLFGIE|SSAVEATSPLAAVSGVGQDQPAASY
KKPDDAKPPGLMLFGQR I LTERQMSL SGTTSPAATGNSSL NWN
- - ASEQQQQQQQAWKQKF MGS QSVSFGGSVL HNSPTSKDGSVENK | GRDVQNQSL
-SGGKK | DDTKPRGFLLFGQA | LTEEQI KNGNSDGRPASPNWDAEKA - - - - - - - -
--STSITAFARASTSATSTPLCRRGSSSSSA-
GEASALLKAMASPCFP | REDGLPDQL SSE | NKTHGL PSGNGTAENNLVNDSQLLPLPMNMSSVP | EPEVEEL - - - - - - - -
AQSGLLASTLGHP | SQFTLSSSKVSSPSSVLMFNQATAP
- - -QSPSQQAPLNHMTGSLTPQQOLVRSHSALAESGDPSSSTAPSTSRISP I NSLSRANQGSRN
- -PRPTAVPVPDPWSSKRVAVESLLPSRPQVTSQMEQLDSTAPS | PQSSALAPLP
- - - I GSPQNNKKSDGKKAPAQLMLFGKP I LTEQQ|SL GDAASVDVKKSSSDGNA
VQQEPQQKL L QKQAMLADTSEAAVPPTTSVNV I STTGSPLMTTGATHSVLTEE | PSCSTSPSTANGNHL L QP
NT I QYPTQQKVQSHQVQDL TGNV | PNSKSD | ATSMGASSLHVAGGRQL LKTDDVPSTSTSPSTNSNPVLL QS
PRL | KPKPLVVAHGDVQKAKGASCKLFGIHLDSPAKSEPLKSPSSVVYDGTPQTPG
LTLESAVHPEAPSMHPK | EKVNHQG | SHFPGAFPPQSARGCS | VQDCRADAENRLLSS
----------------- SSL IKPQPLV | DHNVQKAKGSSCMLFG I SLDSPAKPELL | SPPSVAFDGKL QQDA
L SPDMQNL EVQL QHDGSNLPSTSNSFVQMSFSEESASQSANL SGL HMESTHRS | NTTSCSQPMST GGF DAGM
-VVNKWQAQL HGRAAFHGPPAL AL PSQSSSPPSVL MFQQANSKMPRL - - - - - - - -
- - -AAFKWLAPQGCDHHG I TTSVLPQASSPSSVLMFPQT SSKMPGL -
-------- TMNGL SSANEGYCLSLSTVPPSPPSSLMLYQTGVPQLEL -
- - - ISTPQVAEKSDDRKTTPHIMLFGKA IFTEQQITSSGSTETLSPGVTGNSSP -

------- KLLQKQVSLADVSGVAFQP ISSTNV IPKTGGAMI | SGATQSVVTEEMPSCSTSPSTANGNHFTQS - - - - - - - -
-MVRTQQLFPRDLQILVPHTDIVTPQNGSPPDNPVNTPLSASDGMKT
- --TVIFMRRRPGGEPLVGVRRKPHGGMPVGIPDKHVADAWLDASSA

- -NGNVCRLFGFELVENVNVDECFSAASVSGAVAVDQPV
QNFSTRILPPSVSSSPSSVLLTNSNSPNGRLE
-THVPYQNPYNAGNQSSGPPSRAINFGEETRKFDAQNEGGLPNNVTADLPFK DM
---STNSPLFHDVWDTQLNGLKFDQFSPLMQQDLYASQNICMSNSTTSNILDPPL
------- SNVPPNAVSLPPFPGGRECS | EQEGSASDPHSHLLFGVNIDSSSLLMPNGMSNLRS | GI EGGDST
L QQKAHQAQAQQIFQQSLLEQPH I QFQLL QRL QQQQQQQFL SPQSQLPHHQLQSQQLQQLPTLSQGHQFPSSCTNNGLSTLQPPQMLVSRPQEKQNPPVGGGVKAY
AYPGKSLALEPGNPQNPSLFGVDPDSGLFLPSTVPRFASSSGDAEASPM- - - - - - - -

--TTANYRLFGIDLMSSSLAVPEEKTAPMRP INISKPTM-
-MGNPAMVQDKKKSVGSVKTHQFVLFGQP ILTEQQVMNRKRFLEEEAEAEEEKGL - - - - - - - -
EAPVTSSCRLFGFDLTSKPASAT IPHDKQL I SVDSNISDS
KTGTNFRLFGVTLDTPPV IKDPIEE | GSE | SKLTEGKK
-EATTSCLLFGVDLTKVSKSKDS I CP I ESCKKSLPQDKK
-NAVASFRLFGVSLATPSVIKDPVEQIGLE I SRLTQEKK
KAGTNFRLFGVSLATPPVIKDPIEQIGSDISKLTEGKK
MGTTPCNDTKSKKSHIVLFGKL ILPEEQLSEKGSTDTANIEKTQISSG
------- NNFLSPLPDLGKVSTEMMNFGSPPSDNLSPNS
--TNCSYRLFGFDLTSNSPAP | PQDKQPMDTCGAAKCQE
SQNQQPLAHGNNSFPASTFMQPPQI QVSPQQQGQMSNKNLVAAGRSHSGHTDGEAPSCSTSPSANNTGHDNV
---------------------------------- KAVTNFRLFGVSLAIPLVIKDPIEEIGSDISKLTEGKK
-KAGTNFRLFGVTLDTPPMIKDP IKQIGSD I SKLTERKK
-KTGTNFRLFGVSLVTPSVIKDPIEEIGSE I SKLTEGKK

----- - -AQAQAREQVTKQPFT I QEETAKSREGNCRLFGIPLTNNMNGTDSTMSQRNNLNDAAGLTQ- -- -

- - - -FSRAGQSTLTEQLPQQSWPKYAHQEVNAFANS | SLPRTYPEKDPSMEAENCSSDAQNP - - - - - - - -
------------------------------- RRQGTGIGYRLFGI QL | DNFNAEGTSPVVTVSGTVGNDRPV
- - -QLSTAGSSILTAAAGPGQSGI TDDVPSCSTSPSTNNCPN|VQPMINGWAHRSTAMGEDMAQSAVTLFSP
-GSKPQHLPFQQRNKETSKDGNCKL FGFSLFGNPMAAEPA | | HRHSTEKQQQQ I N
- - -PSLPFMHQDAWDHQMSNLRILSEANQL | PLAQQEPCSFNSGAVKDSSDESND
---------- TSVVFPEA INPSLPFMNQDVWDHQMSNSTFL SQANQL | SSTQQEPCTLNSGAVKDL SDESND
- - -QLSAAGSS I LTAAAGQGQSG I TDDVPSCSTSPSTNNCPN | VQPMINSRAHRSTAMGEDMAQSAATLLNP
MGNSSQGMKGSDTKTPHILLFGQL I VTDQQSSQSCSGDTNANSSSDGHPG
RRQGTG I GYKLFGIQLVENSNTEGTSPVVVSGTVVNDLPVL
NKGRKYEVPTSYRLFGFDLVNQSTSSSSP | EKVSAQP | SVSRGA
- - - -HAHTREL | PKPKLVQEHNTGKSLDGNCKLFGIPLK | SKPATPEQAGPTNMVNEPMGHTQ
- - - -MSHSTQTSKRADDVK I PQLVLFGQR | VAEQY | SRSCSDNTGSPVLARNSCF - - - - - - - -
- -SRNGWSTMMQGYNTQMRPPTQVSSPSSVL MFQHASNQVSNPTS | FNSNDHEEQ-
TSISPSSVSLLPFPGRECPTEQDGGTDPQSHLLFGVS|EPSSLLMQNGLSSLRGVGSDSDSTT -
- -VSDLATLLAPFSGREYSTYQGANDPQNNLLFGVNIDSSTFMLQHGIPNLRNIGTENDPLS -
DKVFGNNLVPKMKRMPSEMN | GSL QSGDLSPES - - - - - - - -
-RSKPKHLPFQQCNERTAKDDNYKL FGVSLFRNSKALEPAT | HRHSADKPQHQI N
- - - -MGNSSQSLKESSETKTPHFVLFGQL | VTDQQSSQSCSGDTNANSSSDGNL G
-ELMPKPVLMQEHDSGKSLEGNCKLFGIPLK|SKPVAPEAAGTT ITMNEPLSHIQ
- - - -KGSSNPKLEKSDNAKKHQFLLFGQP I LVEQQI SHSCSADAFPQVVNERNSS

DPSDKGRKSEVPTSYRLFGIDLVNHSSSSTP IEVPAQLMS I CSGATE
-TSITPSSVSLPPFPGRECS | DRDGGTDQQNHLLFGVNIEPSSLLLQNGMSSLRGVGSDSDSTT
MYFPYGDVYKNGQDPRTQSYA I FSRENAHFNTSS | QTCVVREEVRKPNQSSE

- -SRNGWSTLMQGYNTQIRPPAQVSSPSSVLMFQHASNPVPKRSSNFNFNDHVQQ
EQVEKGRKYENSVGCRLFGIDLTSNSGSSAPPEKEPGYP IVDSNGTK - - - - - - - -
STVSDLATLLAPFSGREYSTYQGANDPQNNLLFGVNIDSSTFMLQHGIPNLRNIGTENDPLS -
EQVERGRKFENSVGCRLFGIDLTSNSGIAAVPEKEPAYPIVDYNGTQ- - ----- -
------------- NSFPTAAALMRTQSFPMNQL QGMQNATMAVRYHSS | TDGEAPSCSTSPSTNNWQISPLN
-FPMNQPQGL QKPPMAVRARSS | TDGEAPSCSTSPSTNNCQISPQNFLNRNHLAPAMLMGDSA |EPASNLVQ
----FTRAGQSTLTEQLPQQSWPKYAHHDVNAFSNSLSLPRTYPEKDLSVEAENCNSDAQNP

----MAHSTQTSKKAVDVKIPQLVLFGQPILAEQQISLSCPGNAASPVLTGNSSS
----MAHSTQTSKKAVDVKIPQLVLFGQPILAEQQISLSCPGNAASPVLTGNSSS
- - --MGNSNPNLEKSDNVKKHQFLLFGQPIL IEQHISHSCSTDAVSQV INERNSS
DRAFGNNLVPKMKRMPSEMN | GSLQSENLSPES
----------- PHRYMLFGVNLVSNSPELPSSQVATSVVNESHNYVP
AAPHSGGSSYMLFGVNLENNPPELPSPQVATSVVLENHNYVP

LQ+Q+Q+AGL+ I QFS+ARLSPPGPSPVQSKNSGKKK+SN+RLFGVPLLS+SQISPSISSS+S++SSSDNSSS-------------------- KHR- - INTE-V+AS
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PoptrARF3.3/1-109

PoptrARF9.2/1-670

PoptrARF6.1/1-884

PoptrARF4/1-713

PoptrARF6.3/1-163

PoptrARF3.2/1-714

PoptrARF9.3/1-579

PoptrARF6.5/1-907

PoptrARF9.4/1-632

PoptrARF7.1/1-1047

POptrARF7.2/1-1093

PoptrARF8.2/1-816

PoptrARF16.6/1-91

PoptrARF16.4/1-701

PoptrARF16.5/1-536

PoptrARF10.2/1-713

POptrARF17.2/1-592

PoptrARF2.6/1-724

PoptrARF2.5/1-614

Consensus

1700 1710, 1720, 1730 1740 1750 1760 70 1780 1790 1800
TKVHKQGVALGRS - - - -VDLSKFS - -NYDELKAELD- -KMFEFD - -GELVSS - -NK - NWQIV - YTDNEGDMMLVGD - -DP - -WE - - - -
I KVQMHGNAVGRA - - - -VDLANLD- -GYEQLMNELE - -EMFNIK - -DLKQK- - - - - - - WKVA - FTDDEGDTMEVGD - -DP - -WL - - - -
VKVYKSG-TVGRL - - - -LDITRFS--SYHELRSEVG- -RLFGLE - -GQLEDP - -LRSGWQLV - FVDREDDVLLVGD - -DP - -WQ- - - -
TKV | MQGMAVGRA - - - -VDLTRLH- -GYDDLRCKLE - -EMFDIQ- - GELSAS - -LK - KWKVV - YTDDEDDMML VGD - - DP - - WP - L MR
CKVF IESDTVGRN - - - -LDLSSLA--SFEQLYGRLS- -EMFCID--SAELRS- -RVL - - - - - - YRGATGEVRHAGD - -EP - -FS - - - -
VKVYKSG-SVGRS - - - -LDITRFS- -NYAELREELG- -QMFGIK - -GQLDDP - - DRSGWQLV - FVDRENDVLLLGD - -DP - -WE - - - -
CKVFVESETVGRS - - - -LDLSALS- -SFEELYACLS- -DMFSIG- -SDELRS- - - - - - -HLV - YRSPAGEVKHAGD - -EP - -FC- - - -
-RRRRHLRLLTN -
AESYTLTGSASEADTKPREVSVAVVSS | MD | PSADWDACAVDSVDPDNFNPFLT - - HAFLSS - -LEESGSAVKETGW. PLHVVARDENETVVGV - - VPL YLKSHSR
SEITSNQFALARI - - - -PAPPSGAESGLPKRDAGRSSCRLFGFSLTGNMLGE - -~ - -~ - - = - - DGEGL DDGA | EAGCENPPVLE - - - -

TKVQKRG-SVGRS - - -~ IDITRYR- -DYDELRHDLA - -CMFGI Q- -GQLEDP - - YRMDWKLV - YVDHEND I LLVGD - -DP - -WE - - - -
VKVYKSG-TYGRS - - --LDITRFS- -SYHELRRELG- -RLFGLE - -GQLENP - -LRSGWQLV - FVDREDDVLLVGD - -DP - -WQ- - - -
CKVFMQSEDVGRT - - - -LDLSVVG- -SYEELYRRLA- -DMFGIE - -KAELMS - - - - - - - - HVFYRDAAGALKHTGD - -EP - -FS - - - -
TKVYKRG-AVGRS - - - - IDMSQFS - -GYDELKHALA - -RMFS I E - -GQLEER - -QR I GWKLV - YKDHEDD ILLLGD - -DP - -WE - - - -
TKVHKRG-AVGRS - - -~ IDINRYS - -GYDELKHDVA - -RMFGIE - -GQLGDQ- - NRVGWKL V - YEDHEKDVLLVGD - -DP - -WE - - - -
KKVHKQGIALGRS - - - -VDLTKFN- -GYEEL | AELD - - DMFDFN - - GELKGP - - KK - EWMVV - YTDNEGDMMLVGD - -DP - -WI - - - -
VKVYKSG-SLGRS - - --LDISRFS--SYCELRSELE- -RLFGLE - -GQLEDP - -VRSGWQLV - FVDREND ILLVGD - -DP - -WQ- - - -
KKVHKQGI ALGRS - - -~ IDLTKFT - -CYDEL | AELD- -QMFDFN - - GELNSS - - SK - NWMVV - YTDNEGDMML VGD - -DP - -WN - - - -
TKVQKQG- SVGRS - - - - IDVTGFR- -NYHELRSAIA- -CMFGLQ- - GKLEHP - -GSSEWKLV - YVDYENDVLLVGD - -DP - -WE - - - -
GEV I DGQVTVEKS - - - -HSPGRHGKDGPDNKAVGTNSCK I FGIS - -LTEKVPAREE - - - - - - - L DDGDANYSLQSLKQVP - - - - - - - -
TRNEKLHSPVSGA - ~EHESNNK - -CLNTNGC- - - - - KIFGIS--LTEKAQ- -A ----GDEVDCGN- -AS- - - - -
SETSWDQFK | GKA - -STPGNATKPGNGGREVDRTSCRLFGFSLTEK I IPT -~ ===~~~ DKDGEKEVSYETDCQNPRMLD -

CKVFMESEDVGRT - - IDLSVFG- -SYEELYGRLA - -DMFGIE--KEEI IN- - - - -HLHFRDAAGVVKHPGE - -VP - -FS -
TKVYKRG-AVGRS - - - - IDIGRYS- -GYEELKHALA- -RMFGIE - -GQLEDR - - QR GWKLYV - YKDHEDD I LLLGD - -DP - -WEX - - -
—————— GDTNGAF - - ASAQVNQVPE - - = = ===« enemeeeoeenuouo--.GYDDETATEEASDTSLP - - - -----
VRLLMNPDDARRR - - - -SQPPVYG- - TVRDVHCRSE - WRMLEVD - - WDRDSPLAPTMNRRVNSWQVQPVQLALPPQGSDE - - - - - - - -
- - - IDDTASTSVS- - ~NGDEQVPTMRQ- - - - - = - = - = - =
“ED-GKLPTIGP--QG--------
TKVHMQGSAVGRA - - - - IDLTRSE- - CYEDLFKKLE - -EMFDIK- -GELLES - - TK - KWQVV - YTDDEDDMMMVGD - -DP - -WN - - - -
- - - -DHHGGSGRC - - LTDETTAVASATA- -VP--------
TKVHKQGSQVGRA - - - - IDLSRLN- -GYDDLLMELE - -RLFNME - -GLLRDP - - -EKGWR I L - YTDSENDMMVVGD - -DP - -WH - - - -

TKVQKTG-SVGRS - -
VKVYKSG-SFGRS - -
TKVQKRG-SVGRS - -
VKVYKSG-SVGRS - -

--IDVTSFK- -DYEELKSAIE--CMFGLE--GLLTHP - -QSSGWKLV -YVDYESDVLLVGD- -DP - -WE - - - -
--LDISKFS--SYHELRSELA- -RMFGLE - -GQLEDP - -VRSGWQLV -FVDRENDVLLLGD- -DP - -WP - - - -
--IDVNRYR- -GYDELRHDLA- -RMFGIE - -GQLEDP - -QTSDWKLV -YVDHENDILLVGD- -DP - -WE - - - -
--LDISRFS--SYHELREELG- -KMFAIE--GLLEDP--LRSGWQLV -FVDKENDILLLGD--DP--WE- - - -

TKVQMQGVPVGRA - -VDLNALK--GYNEL IDDIE--KLFDIK--GELRSR- -NQWE | V-FTDDEGDMMLVGD - -DP - - WP -
CKVFMESEDVGRT - - --LDLSVIG--SYQELYRKLA--EMFHIE--ERSDLL ------- THVVYRDANGV IKRIGD- -EP--FS- - - -
I KVQMQGTAVGRA - - --VDLTLLR--SYDEL IKELE- -KMFEIE--GELSPK----DKWAIV-FTDDEGDRMLVGD- -DP - -WN- - - -

TKVQMQGVT I GRA - -
| KVHMQGVA | SRA - -
TKVQMQGVT I GRA - -
TKVQMQGVT I GRA - -

--VDLSVLN--GYDQL ILELE--KLFDIK--GQLQTR--NQ--WEIA-FTDSDEDKMLVGD- -DP--WP- - - -
--VDLTAMH- -GYNQL IQKLE - -ELFDLK - -DELRTR--NQ--WE IV -FTNNEGAEMLVGD- -DP - -WP - - - -
--VDLSVLN--GYDQL ILELE--KLFDLK--GQLQAR--NQ--WEIA-FTNNEEDKMLVGE - -DP--WP- - - -
--VDLSVLN--GYDQL ILELE--KLFDLK--GQLQTR--NQ--WKI| | -FTGSDEDEMLVGD--DP--WP- - - -

CKVFMESDDVGRT - - - -LDLSVLG- -SYEELSRKLS - -DMFGIK--KSEMLS- - - - - - - - SVLYRDASGA IKYAGN - -EP - -FS- - - -
NSI----QLFGKI - - - - ITVEEHS - -ESGPAESGLC- - - - - EED- -GSKESS--------=----- DNETQLSLSHA- -PP--------
TKVQMQG I AVGRA - - - -VDLTLLK--SYDEL IDELE- -EMFE Q- -GQLL - - - -ARDKWI VV - FTDDEGDMMLAGD - -DP - -WN - - - -

TKVQKRG-SVGRS - -
TKVQMQGVT I GRA - -
TKVQMQGVT I GRA - -
TKVQMQGVT I ERA - -

--IDVTRYS- -GYDELRHDLA- -RMFGIE--GQLEDP - -LTSDWKLV -YTDHENDILLVGD- -DP--WE- - - -
--VDLSVLN--GYDQL ILELE--KLFDLK--GQLQTR--NQ--WKIA-FTDSDGYEMLVGD--DP--WP- - - -
--VDLSVLN--GYDQLILELE--KLFDIK--GQLQTR--NQ--WKIA-FTDSDGYEMLVGD- -DP--WP- - - -
--VDLSVLN--GYDQL ILELE--ELFDLK--GQLQTR--NQ--WEIA-FTDSDDDKMLVGD- -DP--WP - - - -

-VDLSKFQ- -NYEELVAELD- -RLFEFN--GELMAP - -KK-DWL | V-YTDEENDMMLVGD - -DP - -WQ -
--LDISRFS--SYHELRGELA--QMFGIE - -GKLENP - -HRSGWQLV -FVDRENDVLLLGD- -DP - -WE- - - -

TKVHKQGIALGRS -
VKVYKSG-SVGRS - -

TKVHMQGVAVGRA - - --VDLTQFE--RYEDLLRKLE--EMFDIE--GELSGS--TK-KWQVV -YTDNEDDMMKVGD - -DP - -WH - - - -
TKVYKRG-AVGRS - - --IDITRYS--GYDELKQDLA--RRFGIE--GQLEDQ--QRIGWKLV -YTDHENDVLLVGD--DP--WE- - - -
VKVYKQGTAVGRS - - - -LDLAKFN--GYNELTAELD--QIFEFH--GELVAP - - -NKDW. |V -FTDDEGDMMLVGD - -DP - -WQ~- - - -

TKVQKTG-SVGRS - -
TKVQKTG-SVGRS - -
TKVYKRG-AVGRS - -

--IDVSSFK--NYEELCSAIE--CMFGLD- -GLLNNP - -KGSGWKLV -YVDYENDVLL IGD- -DP - -WE - - - -
--IDVSSFK--NYEELCSAIE--CMFGLD- -GLLNNP - -KRSGWKLV -YVDYENDVLL IGD- -DP - -WE - - - -
--IDIARYS- -GYAELKQDLA- -RRFGIE--GQFEDQ- -QRIGWKLV -YRDLDDDVLLVGD- -DP--WE- - - -

CKVFMESEDVGRT - - --LDLSVLG--SYEELHRKLV--NMFGIE--SSEMLS-------- NVLYRNAAGATKHAGD- -EP - -FS- - - -
TKVHMQGVAVGRA - - --VDLTQFK--RYEDLLRKLE--EMFDIE--GELSGS--TK-KWQVV -YTDNEDDMMKVGD - -DP - -WN - - - -
TKVQLQGIAVGRA - - --VDLTLIK--GYGQL IDELE--QLFDIK--GQLH----PRDKWEIV-YTDDEGDMMLVGD- -DP - -WP - - - -

TKVHKQGIALGRS - -
CKVFLESEDVGRT - -
SHEHLQHGISQPV -
VKVYKSG-SFGRS -
VKVHKSG-SYGRS -

--VDLTRFN--NYDEL IAELD- -RLFEFN--GELLAP--QK-NWL IV -YTDDEDDMMLVGD- -DP - -WQ- - - -
--LDLQLLE--SYEELYRKLA--DMFGLR--NSEKFS-------NLL-YRDDNGITKHIGE--EP--FS----
-VAQSAFR- -SSQDMVLCKSSCRLFGFS - -LTEDRH - VVNKEDNIASITSPLNP - -ES -
-LDITKFS--NYNELRSELA- -FMFGLE - -GQLEDP - -LRSGWQLV -F IDRENDVLLLGD- -GP - -WP -
-LDISKFS--SYDELRSELA--RLFCLE--GQLEDR--QRSGWQLV -FVDRENDVLLLGD- -DP--WQ-

- - -QSSAHSFGK- - - ---DFTGNR- -SFNPKKVGISSIQLFGKI - - IHVMNQP - -VENGFDSVGFMDNSSKGCNETEGVNA - - - - - - - -
VKVHKQGTAVGRS - - --LDLSKFN--GYNELTAELD--QIFEFN--GELVAP - - -NKDW. |V -FTDDEDDMMLVGD - -DP - -WQ~- - - -
CKVFLESEDIGRT - - --LDLSVLG- -SYEELHRKLA--SMFGIE--SSEMLS - ------- NVLYRDAAGATKHAGD - -EP - -FS - - - -
TKVHKQGIALGRS - - - -VDLAKFN- -NYDEL |AELD- -RLFEFN- -GELMAP - -QK-NWL |V -YTDDEDDMMLVGD - -DP - -WQ~- - - -
CKAFLESEDLGRT - - --LDLSALH--SYEELRRKLA--IMFGIE-=--------- RSDMLSHVLYRDVTGAVKQIGD- -EP--FS- - - -

YVVVENHIL - =« e mmmmemee s
- -VDLTMLK - -GYSQL IDELE- -QLFDIK - - GQLHPR - -DK - -WE | V - YTDDEGDMMLVGD - -DP - -WP - - - -
- -LDITKFS--SYNELRSELS - -RMFGLE - - GQLEDP - - LRSGWQLV - F | DRENDVLLLGD- -GP - -WP - - - -

TKVQMQG I AVGRA - -
VKVYKSG-SFGRS - -

TKVHKQGSLVGRA - - --IDLSRLN--GYSDLLNELE--RLFSME--GLLRNP---EEGWRIL -YTDSENDVMVVGD- -DP--WL - - - -
VKVYKSG-SFGRS - - --LDITKFS--NYNELRSELA- -FMFGLE - -GQLEDP - -LRSGWQLV -F IDRENDVLLLGD--GP--WP - - - -
SHEHLQHGVSQP I - - - -VAQSAFR- -GSQDLVSCKSSCRLFGFS - -LTEDKC----------- LVNKEDNMTL ITSPLNP--GS- - - -

AMVQMQG I AVGRA - -
VKVHKSG-SYGRS -
TKVQMQGVAVGRA - -
TKVQKRG-SVGRS - -
TKVQKRG-SVGRS - -
VKVYKSG-SVGRS - -

--LDLTVLK--GYRDLIYELE--KMFEIE--GELSTP--NK--WAVV-FTDDEGDMMLVGD- -DP - -WP - - - -

-LDISKFS--SYDELRSELA--RLFCLE--GLLEDP--QRSGWQLV -FGDRENDVLLLGD- -DP--WQ-
--LDLTVLK- -GYKDL INELE- -KMFETG- -GELSTR- -EK- -WAVV -FTDNEGDMMLVGD - -DP - -WP - - - -
--IDITCYK--GYDELRHDLA- -RMFGIE - -GQLEDP - -QSSDWKLV -YVDRENDILLVGD- -DP - -WE - - - -
--IDVTRYK- -GYNELRHDLA - -RMFGIE--GQLEDP - -QSSDWKLV -YVDHENDILLVGD- -DP--WE- - - -
--LDISRFS--SYHELREELA- -QMFGIE--GKLENP - -HRSGWQLV -FVDRENDVLLLGD- -DP - -WE - - - -

CKVFMDSEDVGRT - - --LDLSLLG--SYEELYRKLA--NMFGLR--NSEKFS--NVL------ YRDINGITKHIGE- -EP--FS- - - -
CKVFMDSEDVGRT - - - -LDLSLLG--SYEELYRKLA - -NMFGL - - - - - - - - - - - oo o m oo oo oo oo
CKVFLESEDVGWT - - --LDLSALC- -SYEELHGKLA- -NMFGIE--RSEMSS - - - --- - - HVLYRDATGSVKQIGD- -EP--FS- - - -
----- QSSAYSFG- - - - IGFVGNR- -GFNPKKVGINS IQLFGK I - - IHMDQP - -VENGFDDVGFMDDSSKCCNETEGVDA - -LE- - - -
TKVLKYGTVPGRS - - --VDLTQFD--GYNEL ICELD- -LMFDFQ--GSL IDE---TSGWYVV -YSDNEGDMMQIKD- -CP--WQ- - - -
TKVLKYGTVLGRS - - --VDLTQFD--GYSELICELD--LMFDFQ--ESLIDG--TS-GWCVA-YSDNEGDMIQIAD--CP--WQ- - - -

Lk b o Ll L

TKVQKQGVAVGRS - - - - - - - - - - oo o m oo oo LDLSRFSK-GYDELRSEL+SCRMFGIELTGQLEDPA -QRSGWKLVLYTDDEGDVMLVGDG+DP - - WE -




LOC_0s01g70270.1]11667.m07038_altsplice/1-809

LOC_0s01913520.1/11667.m01333/1-700
LOC_0s02906910.1/11668.m00642/1-909
LOC_0s02935140.1]11668.m03331/1-757
LOC_0s02041800.1/11668.m03990/1-784
LOC_0s04g57610.1|11670.m05695/1-819
LOC_0s04g43910.1]11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
LOC_0s04g36060.1/11670.m03490/1-1674
LOC_0s05043920.1]11682.m04181/1-700
LOC_0s0609660.1]11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1]11680.m04656/1-731
LOC_0s0648950.1/11680.m04850/1-1116

LOC_0s08g40900.1|11674.m04106_altsplice/1-1056

LOC_0s11¢32110.1|11687.m02952/1-812
LOC_0s12941950.1|11686.m04180/1-900

LOC_0s12929520.1|11686.m02861_altsplice/1-842

LOC_Os0: 0.1/11670.m05610_altspli

LOC_0s05948870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723

LOC_0s01954990.1|11667.m05421/1-656
LOC_0s10g33940.1|11676.m02996/1-699
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07g08520.1|]11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
ARF1/1-665

ARF3/1-608

ARF4/1-788

ARF5/1-902

ARF6/1-933

ARF7/1-1165

ARF8/1-811

ARF9/1-638

ARF10/1-693

ARF11/1-601

ARF12/1-593

ARF13/1-623

ARF14/1-605

ARF15/1-598

ARF16/1-670

ARF17/1-585

ARF18/1-602

ARF19/1-1086

ARF20/1-615

ARF21/1-606

ARF22/1-600

ARF23/1-222

ARF2/1-859

PoptrARF8.1/1-827

PoptrARF1.1/1-660

PoptrARF7.3/1-1113

PoptrARF2.3/1-792

PoptrARF5.1/1-933

PoptrARF5.2/1-944

POptrARF7.4/1-1137

PoptrARF16.1/1-669

PoptrARF1.2/1-662

PoptrARF9.1/1-666

PoptrARF2.1/1-854

PoptrARF16.3/1-700

PoptrARF3.1/1-709

PoptrARF6.2/1-914

PoptrARF6.4/1-953

PoptrARF17.1/1-594

PoptrARF2.4/1-879

PoptrARF16.2/1-708

PoptrARF2.2/1-852

PoptrARF10.1/1-708

PoptrARF3.3/1-109

PoptrARF9.2/1-670

PoptrARF6.1/1-884

PoptrARF4/1-713

PoptrARF6.3/1-163

PoptrARF3.2/1-714

PoptrARF9.3/1-579

PoptrARF6.5/1-907

PoptrARF9.4/1-632

PoptrARF7.1/1-1047

POptrARF7.2/1-1093

PoptrARF8.2/1-816

PoptrARF16.6/1-91

PoptrARF16.4/1-701

PoptrARF16.5/1-536

PoptrARF10.2/1-713

POptrARF17.2/1-592

PoptrARF2.6/1-724

PoptrARF2.5/1-614

Consensus

1810 1820 1830 1840

-EFC-SIVR ---KIYIYTKE- - -EVQKMNSK
-EFC-QMVR ---KIVLYPIE---DEKKIEPH
-EFV-NSVS ---CIKILSPQ- - -EVQQMGKP

---CLILLSRV-LVNAALL ILYIQRAVLFNGLCFQIHWINAGGFGGWKEGYSTKRASGVCREP
INNDQLRVLVDS - - -RVLRCKNPVTTHQRLECRGPLAQGTSACSMQTQTQRCA I SDLSGGLTSR

RDFN - KKAQSAQVSYCSPVSFF |
SSFVNSVW- - - ccemmm e Y IKILSPE- - - DVHKMGKQ

-AFV -KSAR
-STL - -
GEFVFDQSWAEAYYSYGLEYYP -
-LFGHSHST
-EFV-GCVK
-EFV-NSVS
-EFT-KTAR
-EFV-GCVK

<= -KLRILTDA- - - GSDNL GDX
- -RCTTRAPX- - -
- - -KLQSCVPFTPVTGQRILVRDTPYRDQVFEALVKELKSLTTKLKVSSLHITFPSEGEFSKLKDSEFLQR | GMQYHWRNR
- - -PGALHALC- - -AAAPL GMX
---SIKILSAA- - -EVQQMSLD
- --CIKILSPQ- - -EVQQMGKP
<= -RLNILTDT- - - SGDNLASW
- --CIRILSPQ- - -EVQQMSLE

-DFV-KCVR ---CIRILSPQ- - -EEMQMRLV
--FA-PVQP ---DGTGYLSC------ YLATX
-EFA-NSVW ---CIKILSPQ---EVQQLVRG
-EFC-NMVH ---KIFIYTRE- - -EVQKMNPG

---CIRILSPS---EVQQMSEN

-KSLGNSCA

-YHS - - --RLQSLKPQ- - -MPKSLGSS
-LFGYNCST --PGALHALC- - - -AAPLGIX
-DFM-KAAR --RLTIIAGD- - - -RERIERP

- - -SLTNGHNQ- - -DGARLX - - - - - - - - - -
- - -DATTSAPSLALQLQTMASS
<< “RLEAL IPD---NIX---nnnncmmmo-
- -SIENYATS------- | GAX
- -KIFIYTPE- - -EVKKLSPK
- - -CVEGNSMKGASAVQSNHHH

-EVI - -

-EFC-GMVR

-DFC-NVVW: ---KIHLYTKE - - -EVENANDD
-EFV-GCVR ---CIRILSPT---EVQQMSEE
-EFV-SSVW, ---CIKILSPQ- - -EVQQMGKR
-EFV-NCVQ ---SIKILSSA---EVQQMSLD
-SFV-NNVW: ---YIKILSPE- - -DVHQMGDH

-EFC-NMVK
-DFM-KATK
-EFC-KMAK
-EFC-NMVK
-EFC-NMAK
-EFC-NMVK
-EFC-NMVK
-EFL -KTAR

--RIFIWSKE - - -EVKKMTPG
---RLTIKMDI - - -GGDNVRKT
---KLFIYPSD- - -EVKKMRSK
---KIFIQKRR- - -----cccmcmnn
---RIFICSKE- - -EIKKMKLK
---KIFIYSKE- - -EVKNLKSR
---RIYIQKRR- - ---------
---RLTILTEQ---GSESVVV-
- - -SVPKHSNS - - -NAGSSSQG

-EFC-KMAK ---KIFI1YSSD- - -EVKKMTTK
-EFV-NCVQ ---NIKILSSV---EVQQMSLD
-EFC-KMVK ---KILIYSKE---EVKNLKSS
-EFC-KMVK ---KILIYSKE---EVKNLKSS

-EFC-NMVK

---KILIFKRG- - - -GQKLEVQ

--KIFIYTKE- - -EVRKMNPG
---YIKILSPE---DVLKLGEQ

-EFC-CMVR- - - - -
-LFV-NNVW.

-EFC-SMVK ---KIFIYASE- - -EVKRLSPK
-EFV-NCVR ---CIKILSPQ---EVQQMSLD
-EFC-SMVR ---RIFVFTRE- - -EINRMEPR
-EFV-GCVR ---CIRILSPS---EVQQMSEE
-EFV-GCVR ---CIRILSPS---EVQQMSEE
-EFV-NCVR ---CIKILSPQ---EVQQMSLD
-EFL -KTAR ---RLTILSDA---SSDNVGR---------
-EFC-GMVK ---KIFIYTSE- - -EVKRLSPK
-EFC-NMVR ---RIFICSSQ- - -DVKKMSPG
-EFV-GMVR ---KIVIYTRE- - -EVQRIKPG
-NFS -KTAR ---RLTIVTRF--------- RQ

-SFLPRVGE
-EFV-NSVW
-EFV-NNVW

- -QLHPKPPA- - - INNAVGSS
--CIKILSPQ- - -EVQQMGKR
--YIKILSPL - - -EVQQMGKE
- --SLTSSYTE---LLNRIDVQ
- --RIFIYTKE- - -E I NRMEPR
<= -RLTILSYA- - -SRDNFGR---------
- --KIVIYTKE- - -EAQK IKPG
- --RLTILMNR- -ASGNSVGRR

-EFC-SMVR
-EFL -KTAR
-EFV-GMVR
-VFM-KTAK

-EFC-NMVR ---RIYICSSQ- - -DVKRMGPG
-EFV-NSVW <. -YIKILSPQ- - -EVQQMGKR
-EFC-NVAT <= -KIHIYTQE- - -EVEKMTLF
-EFV-NSVW ---CIKILSPQ- - -EVQQMGKR
-SFLPRAGE - HFHQSLQQ- - == - s s mmmmmmeme e
-EFC-KMVK - --KIFIYSSE- - -EVKKTGTR
“EFV - NNVW ~-YIKILSPL - - - EVQQMGKE
-EFC-KMVK <. -KIFIYSSE- - -EVKKMSTR
-EFM-SCVQ - --SIKILSSA- - -EVQQMSLD
-EFV-SCVQ ---SIKILSSA---EVQQMSLD
SLFV-NNVW <= -YIKILSPE- - -DVLKMGEQ

-VFM-KTAK ---RLTILMNQPSTE IDDLSCR
-LSLTSSYT ---ELLNRIDA- - -QCQRASPV
-EFQ-LTVR ---RIFISPKE---DIGKLNPL

-EFL -SAVH ---RIFICPKE- - -ETGKLNP

-—

“EFVPNMVR-A----cmmmmmmmanno- +IKILSPE-AVEVQQMGPR -T - - - = -« == nc oo - - S+---G--SSRS-TS-L+GEGLEL - - ----------------



LOC_0s01g70270.1|11667.m07038_altsplice/1-809
LOC_0s01913520.1|11667.m01333/1-700
LOC_0s02906910.1|11668.m00642/1-909
LOC_0s02935140.1|11668.m03331/1-757
LOC_0s02g41800.1|11668.m03990/1-784
LOC_0s049g57610.1]11670.m05695/1-819
LOC_0s04g43910.1|11670.m04249/1-696
LOC_0s04g49230.1|11670.m04840/1-294
LOC_0s04936060.1|11670.m03490/1-1674
LOC_0s05943920.1|11682.m04181/1-700
LOC_0s06g09660.1|11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1|11680.m04656/1-731
LOC_0s06g48950.1|11680.m04850/1-1116
LOC_0s08g40900.1|11674.m04106_altsplice/1-1056
LOC_0s11932110.1|11687.m02952/1-812
LOC_0s12g41950.1|11686.m04180/1-900
LOC_0s12929520.1|11686.m02861_altsplice/1-842
LOC_0s0: 0.1]11670.m05610_altsplice/1-956
LOC_0s05948870.1|11682.m04683_altsplice/1-696
LOC_0s01g48060.1|11667.m04657_altsplice/1-723
LOC_0s01954990.1|11667.m05421/1-656
LOC_0s10g33940.1|11676.m02996/1-699
LOC_0s02g04810.1|11668.m00419/1-1094
LOC_0s04g59430.1|11670.m05892/1-530
LOC_0s07908520.1|11673.m00789/1-729
LOC_0s07908530.1|11673.m00790/1-408
LOC_0s07908600.1|11673.m00797/1-525
ARF1/1-665

ARF3/1-608

ARF4/1-788

ARF5/1-902

ARF6/1-933

ARF7/1-1165

ARF8/1-811

ARF9/1-638

ARF10/1-693

ARF11/1-601

ARF12/1-593

ARF13/1-623

ARF14/1-605

ARF15/1-598

ARF16/1-670

ARF17/1-585

ARF18/1-602

ARF19/1-1086

ARF20/1-615

ARF21/1-606

ARF22/1-600

ARF23/1-222

ARF2/1-859

PoptrARF8.1/1-827

PoptrARF1.1/1-660

PoptrARF7.3/1-1113

PoptrARF2.3/1-792

PoptrARF5.1/1-933

PoptrARF5.2/1-944

POptrARF7.4/1-1137

PoptrARF16.1/1-669

PoptrARF1.2/1-662

PoptrARF9.1/1-666

PoptrARF2.1/1-854

PoptrARF16.3/1-700

PoptrARF3.1/1-709

PoptrARF6.2/1-914

PoptrARF6.4/1-953

PoptrARF17.1/1-594

PoptrARF2.4/1-879

PoptrARF16.2/1-708

PoptrARF2.2/1-852

PoptrARF10.1/1-708

PoptrARF3.3/1-109

PoptrARF9.2/1-670

PoptrARF6.1/1-884

PoptrARF4/1-713

PoptrARF6.3/1-163

PoptrARF3.2/1-714

PoptrARF9.3/1-579

PoptrARF6.5/1-907

PoptrARF9.4/1-632

PoptrARF7.1/1-1047

POptrARF7.2/1-1093

PoptrARF8.2/1-816

PoptrARF16.6/1-91

PoptrARF16.4/1-701

PoptrARF16.5/1-536

PoptrARF10.2/1-713

POptrARF17.2/1-592

PoptrARF2.6/1-724

PoptrARF2.5/1-614
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270 2180 2190
SNAPRKDDSSENEKGHL PMPNKSDNX
PKLLSSANPEQDQKTGFX - - - -~~~ -
----GIELFSTSARRLGNSCDNYMSRQESRSLSTGIASVGSVEFX

VVDA | DVEGPQG | DMLA | ALRKHSLNVAQGSNLEALPF ITEL | I EILVVQTQRKTY IEVLSX
LQPPGEA | PLGSLALAASSLTHDDE | CDLHRAAYPWLVESX --
GNDPRYLSX -~ = === nmmmmmmmmmmmm -

LOC_0s01g70270.1]11667.m07038_altsplice/1-809
LOC_0s01913520.1/11667.m01333/1-700
LOC_0s02g06910.1]11668.m00642/1-909
LOC_0s02935140.1]11668.m03331/1-757
LOC_0s02041800.1/11668.m03990/1-784
LOC_0s04g57610.1|11670.m05695/1-819
LOC_0s04g43910.1]11670.m04249/1-696
LOC_0s04g49230.1/11670.m04840/1-294
LOC_0s04g36060.1/11670.m03490/1-1674
LOC_0s05043920.1]11682.m04181/1-700
LOC_0s0609660.1]11680.m00929/1-1056
LOC_0s06g46410.1|11680.m04579/1-918
LOC_0s06g47150.1]11680.m04656/1-731
LOC_0s0648950.1/11680.m04850/1-1116
LOC_0s08g40900.1/11674.m04106_altsplice/1-1056
LOC_0s11932110.1]11687.m02952/1-812

LOC 0s12041950.1]11686.m04180/1-900

GDL GGVPPQTQACSASDDANAWRGX
LLSSAPGKRLGSSCDDYVSRQESRSLSTGIASVGSVEFX - -
WSTVA I LKAK I AGFLVLVQF QGGNSVFFNX - -
------ GCDLGNN I PPNQACSSSDGGNAWRARCDQNSEA I LK | SMMKSKVEDVRYWNTAX - - -
------- GDFGDSFLPNQACSSSDGGHPWR | TGDX
------ L SSPGARMQQSNACDDYSASHNMQN | AGN | ASVAPLDYX - -
LOC_0512929520.1|11686.m02861_altSplice/1-842 = = = = = = = = = = = == o e oo NSRSEDSRSTSVERGLVGEGL QGGL STPSLNSENCX
LOC_Os0: 0.1/11670.MOS610_altSPliCe/1-956 = - = = = = = = = = = = = = e e e e oo GMHVLNDC | QAAX
LOC_0s05g48870.1|11682.M04683_@ltSPIICE/1-696 = = = = = = = = = = = = = = = = = & = © s s e --
LOC_0s01g48060.1/11667.m04657_altsplice/1-723
LOC_0s01g54990.1/11667.m05421/1-656

LOC 0s10933940.1/11676.m02996/1-699
LOC_0s02904810.1/11668.m00419/1-1094
LOC_0s04g59430.1]11670.m05892/1-530
LOC_0s07g08520.1|11673.m00789/1-729
LOC_0s07g08530.1|11673.m00790/1-408
LOC_0s07g08600.1/11673.m00797/1-525

ARF1/1-665 - -NKLAVNARMQL KADAEENGNTEGRSSSMAGSR .- -
ARF3/1-608 SQGRD I YAMRDMLLD I AL .- -
ARF4/1-788 - - -NKSCLEQAALMMEASKSSSVSQPDSSPTITRV - - - - .-
ARF5/1-902 GMKLLNSAGINDLKTSVS .-
ARF6/1-933 SSNNVDKLPSNGNCDDFGNRSDPRNLGNGIASVGGSFNY - - .-
ARF7/1-1165 GNFAGVPVTNQACSGGDSGNAWRGHYDDNSATSFNR - - - - .- -
ARF8/1-811 GEGSGGLFPQNPTHL .- -
ARF9/1-638 NQLRMLLREVETTLTTTSKTDNHSN- - - - - - -
ARF10/1-693 = e e e e eceiecicccccieccccccrtonnc s e e WITGIRTGENGIDASTKTGPLSIFA- - - -

ARF11/1-601
ARF12/1-593
ARF13/1-623
ARF14/1-605
ARF15/1-598
ARF16/1-670
ARF17/1-585
ARF18/1-602
ARF19/1-1086
ARF20/1-615
ARF21/1-606
ARF22/1-600
ARF23/1-222
ARF2/1-859 -TLSCRSEEEAVVGEGSDAKDAKSASNPSLSSAGNS - - - -
POPrARF8.1/1-827 e e e e e o e oo GVEPSGPNAVHRMSGGVA
PoptrARF1.1/1-660 | KLSGDEE | KGDSANANADASVNTEDRSSVVGPGC- - - -
PoptrARF7.3/1-1113 GDFGNSVLPNQAGSSSDNVNA
PoptrARF2.3/1-792 LEAEGNSQSADQMVDL MGDGTSKHLPAVSP
PoptrARF5.1/1-933 GMKLLNSANIQGINTPITEGIHA
PoptrARF5.2/1-944 GMKLLNSANIQGTNAP I TEGSHAR
POptrARF7.4/1-1137 GDFGNSVLPNQACSSSDNVNA
PoptrARF16.1/1-669
PoptrARF1.2/1-662
PoptrARF9.1/1-666
PoptrARF2.1/1-854
PoptrARF16.3/1-700
PoptrARF3.1/1-709
PoptrARF6.2/1-914
PoptrARF6.4/1-953
PoptrARF17.1/1-594
PoptrARF2.4/1-879
PoptrARF16.2/1-708
PoptrARF2.2/1-852
PoptrARF10.1/1-708
PoptrARF3.3/1-109
PoptrARF9.2/1-670
PoptrARF6.1/1-884 LNSFPIQRLSNGSCDDYANRQDSKSSSTGITSVGSLDY - - -
POPtrARFA/1-713 e e e e e e e e e e e e oo GSSPVIMEASKSSSVGQPDCSPTVIRV - - - -
PoptrARF6.3/1-163 LNSVP I QRLSNGSCDDYVNRQDSQNLSNAITSVGSLDCRE |
PoptrARF3.2/1-714
POPtrARF9.3/1-579 e e e e e e e e e e e e oo CKLPASSFEGEETVVSMDSDHRSDA
PoptrARF6.5/1-907 AASVPCQKL SNSNSDGHMNTQGFRNSSNGIASMGSLDY - -
POPtrARF9.4/1-632 e e e e e e e e e e e e oo CKLPASSFEGEGTVVSMESEHKSDA
PoptrARF7.1/1-1047 GDLGNVPAPNQACSGTDSGNVWRGQ
POptrARF7.2/1-1093 GDLGNVPVPNQACSGTNSGNVWRGQYDDNSAASFNR - - - -
PoptrARF8.2/1-816 GFESSGPNAVKG- -
PoptrARF16.6/1-91
PoptrARF16.4/1-701
PoptrARF16.5/1-536
PoptrARF10.2/1-713
POptrARF17.2/1-592
PoptrARF2.6/1-724
PoptrARF2.5/1-614

- --SLLGDKGT IVNLESDQRTVHV

- - IKLLAEEEVKG| GDNADAAVNTEDRSST IGPGC- - - -

SKLPMLALEGEGTVLSSDSAEN
TLNSRVNENPSGVEGEDAKEAKHLPLPSASSPLSC
CTKA I RQHHAENYRIY
----- LNSVP | QRLSNGSCDDYVNRQDSQNL SNA | TSVGSL DCRE |
----- GYMNRQEFRNSSNPDGYL NRQDFRNSSNG | ASMGSLDYQGRCS - - - - -
CQSASAVEACSA
KHL PAVSPSECQGL CYMTGSKAGKYV | QAKWL HHGQDVSFEAVAMPLF - -

ALNSKGVENPMDMEGEDDAKEAKHLPLPSACSPMNC
TWITGMRNAENGL EAPNKTGPLSIFA- - - -

SKLPKLPIKGEGTVLSSDSAEN- -

Consensus




