0i|218775050|dbj|AB290830.1|genus|Lactobacillus|species|equicursoris
0i|55418402|gb]AY773950.1|genus|Lactobacillus|species|delbrueckii
0i|103422338|emb|CR954253.1|genus|Lactobacillus|species|delbrueckii
0i|189345361|gb|EU722745.1|genus|Lactobacillus|species|delbrueckii
0i|171850492|gb|EU559601.1|genus|Lactobacillus|species|jiensenii
0i|310975118|ref[INR 036982.1|genus|Lactobacillus|species|iners
0i|160332472|dbj|AB303841.1|genus|Lactobacillus|species|acetotolerans
0i|163954908|dbj|AB008209.1|genus|Lactobacillus|species|gasseri_cluster
0i|255040333|gb|FJ557011.1|genus|Lactobacillus|species|gasseri cluster
0i|169313616|gb|EU487512.1|genus|Lactobacillus|species|gasseri_cluster
0i|265678778|ref[NR_029083.1|genus|Lactobacillus|species|kalixensis
0i|5123820|emb|AJ242969.1|genus|Lactobacillus|species|crispatus typel

0i|253735631|dbj|AB372208.1|genus|Lactobacillus|species|kefirgranum_kefiranofaciens

0i|30142106|gb]AY253660.1|genus|Lactobacillus|species|crispatus_cluster
0i|55418399|gb|AY773947.1|genus|Lactobacillus|species|crispatus cluster
0i|126013495|gb|EF412985.1|genus|Lactobacillus|species|crispatus_cluster
0i|226526875|gb|FJ844986.1|genus|Lactobacillus|species|crispatus_ cluster
0i|295029968|gb|FN692037.1|genus|Lactobacillus|species|crispatus cluster
0i|219857185|ref[NR_024813.1|genus|Lactobacillus|species|crispatus_cluster
0i|282154587|dbj|AB425915.1|genus|Lactobacillus|species|crispatus_cluster
0i|115315678|gb|AY700063.2|genus|Lactobacillus|species|crispatus cluster
0i|218139555|gb|EF187259.2|genus|Lactobacillus|species|intestinalis
0i|265679044|ref[NR_029352.1|genus|Lactobacillus|species|amylolyticus _hamsteri
0i|219878309|ref[INR 025448.1|genus|Lactobacillus|species|amylolyticus hamsteri
0i|148921470|dbj|AB326357.1|genus|Lactobacillus|species|acidipiscis_pobuzihii
0i|269913890|dbj|AB326368.1|genus|Lactobacillus|species|acidipiscis_pobuzihii
0i|32879399|emb|AJ576007.1|genus|Lactobacillus|species|rennini
gi|175017|gb|M58809.1|genus|Lactobacillus|species|bifermentans
0i|32479630|emb|AJ575741.1|genus|Lactobacillus|species|coryniformis
0i|117575085|emb|AM236150.1|genus|Lactobacillus|species|amylotrophicus
0i|265678780|ref[NR_029085.1|genus|Lactobacillus|species|saerimneri
0i|265679052|ref[NR_029360.1|genus|Lactobacillus|species|perolens
0il219846812|refINR 026404.1|genus|Lactobacillus|species|kunkeei
0i|3982551|gb|AF000163.1|genus|Lactobacillus|species|manihotivorans
gi|175007|gb|M58831.1|genus|Lactobacillus|species|sharpeae
0i|94442137|dbj|AB257863.1|genus|Lactobacillus|species|thailandensis pantheris
0i|157907411|dbj|AB362679.1|genus|Lactobacillus|species|thailandensis_pantheris
0i|119359935|dbj|AB268119.1|genus|Lactobacillus|species|composti
0i|313493519|gb|HQ650232.1|genus|Lactobacillus|species|fermentum
0i|310941364|dbj|AB597003.1|genus|Lactobacillus|species|reuteri
0i|224581425|ref[NR_027206.1|genus|Lactobacillus|species|oris_antri
0i|301072775|gb|HM596285.1|genus|Lactobacillus|species|oris antri
0i|257480640|gb|GQ422709.1|genus|Lactobacillus|species|vaginalis
0i|219878232|ref[NR_025371.1|genus|Lactobacillus|species|pontis_frumenti
0i|310974924|ref[INR 036788.1|genus|Lactobacillus|species|pontis frumenti
0i|313192234|emb|FR693800.1|genus|Lactobacillus|species|mucosae
0i|265678779|ref[NR_029084.1|genus|Lactobacillus|species|gastricus
gi|77681100lemb|AM113776.1|genus|Lactobacillus|species|coleohominis
0i|115738483|emb]AM279150.1|genus|Lactobacillus|species|secaliphilus
0i|165292282|dbj|AB370875.1|genus|Lactobacillus|species|clusterl6
0i|28883473|gb|AY204896.1|genus|Lactobacillus|species|cluster16
0i|28883468|gb|AY204891.1|genus|Lactobacillus|species|cluster16
gi|77681102|emb|AM113778.1|genus|Lactobacillus|species|clusterl6
0i|169636297|dbj|AB332024.2|genus|Lactobacillus|species|tucceti nodensis
0i|32879398|emb|AJ576006.1|genus|Lactobacillus|species|tucceti_nodensis
gi|56786164|gb]AY690834.1|genus|Lactobacillus|species|nantensis

0i|6651428|gb|AF183558.1|genus|Lactobacillus|species|bobalius kimchii paralimentarius- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCATCCIE
0i|56267098|gb|AY681134.1|genus|Lactobacillus|species|bobalius_kimchii_paralimentariuv- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGT CGAACGAACCAAACIIGTTGATTGAA
gi|26800854|emb|AJ422035.1|genus|Lactobacillus|species|bobalius_kimchii_paralimentar- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGICGAACGAACCAAACIEGTTGATTGAA
0i|265678644|ref[NR 028949.1|genus|Lactobacillus|species|crustorum mindensis farcim- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCATCCIE
0i|223047786|gb|FJ645923.1|genus|Lactobacillus|species|crustorum_mindensis_farcimini- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGT CGAACGAACCATCCE
gi|16549054|emb|AJ417499.1|genus|Lactobacillus|species|crustorum_mindensis_farcimin- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCATCCE

0i|94442140|dbj|AB257866.1|genus|Lactobacillus|species|suebicus
0i|52631930|gb|AY733085.1|genus|Lactobacillus|species|oligofermentans
0i|218456569|gb|FJ476119.1|genus|Lactobacillus|species|rossiae
0i|165292289|dbj|AB370882.1|genus|Lactobacillus|species|siligionis
0i|51512165|gb|AY683322.1|genus|Lactobacillus|species|concavus
0i|265678953|ref[NR_029261.1|genus|Lactobacillus|species|sanfranciscensis
0i|139002284|dbj|AB175730.1|genus|Lactobacillus|species|aviarius
0i|154623615|dbj|AB267406.1|genus|Lactobacillus|species|hayakitensis
0i|15987824|gb|AF420311.1|genus|Lactobacillus|species|salivarius
0i|310974925|ref[INR 036789.1|genus|Lactobacillus|species|fructivorans
0i|167891932|emb]AM905388.1|genus|Lactobacillus|species|cluster14
0i|188504309|gb|EU675926.1|genus|Lactobacillus|species|clusterl4
0i|313747344|dbj|AB603688.1|genus|Lactobacillus|species|cluster14
0i|219878308|ref[NR_025447.1|genus|Lactobacillus|species|cluster14
0i|118420843|dbj|AB262732.1|genus|Lactobacillus|species|farraginis
0i|116235048|dbjlAB262962.1|genus|Lactobacillus|species|hilgardii
0i|310975140|ref[NR_037004.1|genus|Lactobacillus|species|diolivorans
gi|301072779|gb|HM596289.1|genus|Lactobacillus|species|kisonensis
0i|165292286|dbj|AB370879.1|genus|Lactobacillus|species|cluster22
0i|218456575|gb|FJ476125.1|genus|Lactobacillus|species|cluster22
0i|157907412|dbj|AB362680.1|genus|Lactobacillus|species|cluster22
0i|282154612|dbjlAB425940.1|genus|Lactobacillus|species|cluster22
0i|226088594|dbj|AB366385.1|genus|Lactobacillus|species|cluster22
0i|118420845|dbj|AB262734.1|genus|Lactobacillus|species|cluster22
0i|226069422|dbj|AB366399.1|genus|Lactobacillus|species|cluster22

0i|116054477|emb|AM259119.1|genus|Lactobacillus|species|acidifarinae_namurensis_zyi- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGTTCCCGHT - - TGATTGAC
gi|55466867|emb|AJ632158.1|genus|Lactobacillus|species|acidifarinae_namurensis_zymi- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGICGAACGAGITICCCGH|- -TGATTGAC
0i|55466866/emb|AJ632157.1|genus|Lactobacillus|species|acidifarinae namurensis zymi- GACG - AACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGTTICCCGI - - TGATTGAC

0i|218478043|dbj|AB473624.1|genus|Lactobacillus|species|paracollinoides
0i|82468797|gb|DQ268866.1|genus|Lactobacillus|species|brevis_hammesii
0i|258612363|dbj|AB512777.1|genus|Lactobacillus|species|brevis hammesii
0i|148921467|dbj|AB326354.1|genus|Lactobacillus|species|ruminis
0i|145321024|gb|EF534204.1|genus|Lactobacillus|species|clusterl?
0i|313575611|gb|HQ318715.2|genus|Lactobacillus|species|cluster17
0i|218456576|gb|FJ476126.1|genus|Lactobacillus|species|clusterl7
0i|310975258|ref[NR_037122.1|genus|Lactobacillus|species|cluster17
0i|56797562|emb|AJ871178.1|genus|Lactobacillus|species|animalis apodemi murinus
0i|148921463|dbj|AB326350.1|genus|Lactobacillus|species|animalis_apodemi_murinus
0i|218139556|gb|EF187260.2|genus|Lactobacillus|species|animalis_apodemi_murinus
0i|265678315|ref[INR 028617.1|genus|Lactobacillus|species|algidu:
0i|282154596|dbj|AB425924.1|genus|Lactobacillus|species|equi
0i|282154586|dbj|AB425914.1|genus|Lactobacillus|species|agilis
gil42517082|dbj|AB162131.1|genus|Lactobacillus|species|nagelii
gi|56267095|gb|AY681131.1|genus|Lactobacillus|species|vini
0i|213689301|gb|EU821353.1|genus|Lactobacillus|species|satsumensis_oeni
0i|52313415|dbj|AB154519.1|genus|Lactobacillus|species|satsumensis oeni
0i|206597150|dbj|AB365976.1|genus|Lactobacillus|species|cluster26
0i|225006230|dbj|AB458681.1|genus|Lactobacillus|species|cluster26
0i|195950681|gb|DQ664203.2|genus|Lactobacillus|species|cluster26
0i|163845594|gb|AY681126.2|genus|Lactobacillus|species|cluster26
0i|167891933|emb]AM905389.1|genus|Lactobacillus|species|cluster26
gi|148921465|dbj|AB326352.1|genus|Lactobacillus|species|cluster26
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-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTGAATT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTGAATT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTGAATT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTGAATT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTTGCC
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGTICTGCCIT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCCGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTTGCCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTTGCCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTTGCCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGAAGC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTTGCCI -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCGGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCGGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCTGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCAGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCAGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCGGAACT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCGGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCGGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCGGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCCGAACC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCAGAACT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAGCAGAACT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCAATCTTTG
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCAATCTT T
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGCACGCACAACTGT
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCACTGACGT
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTGACGT
-GAT G- AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGTTCTGGT -
-GATG- AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGCATICGGCCC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGGTTTGAT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGCTCTCCC -
-GATG- AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGATTTTAT
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTTAACT -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTAACT -
-GATG- AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAACTTAACT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGCTTTITCC -
-GAT G- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAACGCGTTGGCCC -
-GATG- AACGCCGGCGGTGTGCCTAATACATGCAAGTCGTACGCACTGGCCC -
-GATG-AACGCCGGCGGTGTGCCTAATACATGCAAGTCGAGCGCACTGGCCC -
-GAT G- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAGCGCACTGGCCC -
-GATG- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAGCGCACTGGCCC -
-GATG-AACGCCGGCGGTGTGCCTAATACATGCAAGTCGAGCGCACTGGCCC -
-GAT G- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAGCGCACTGGCCC -
-GATG- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAACGCGTTGGCCC -
-GATG-AACGCCGGCGGTGTGCCTAATACATGCAAGTCGAACGCGTTGGCCC -
-GAT G- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAACGCGTTGGCCC -
-GATG- AACGCCGGCGGTGTGCCTAATACATGCAAGT CGAACGCGTTGGCCC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTCTGG- -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCACTCTCGT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCACTCTCGT
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTCTCGT
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAACTCTGGT -

-GACGTAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACTCTGGT

-GAT G- AACGCTGGCGGT GTGCCTAATACATGCAAGT CGTACGCATTCTCGT -
-GATG- AACGCTGGCGGTATGCCTAATACATGCAAGT CGAACGCATTCTCGT -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTTCGGT -
-GATG- AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATCTTCGT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGTTTCATR -
-GACG-AACGTTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGTCGCCC -

-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGAATTTICT - TACACCGA
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCAACTTTICT - TACACCGAT

-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAAACTTTCE
-GACG-AACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGCTGCGCC -

-AAATTGARTTT - - ARGCTTGCATA -

60 90

1
-CACAGA

---------- IFTCCITC- - - - -GGGATGACGTGTEG

- CAAAGA -HCCCETC- - -GGGGIGATTTGTEG

- CAAAGA -FTCCTTC- - -GGGATGATTTGTEG
-CAAAGA- - - - ------ FTCCETC- - - - - GGGATGATTTGT [EG
———————— ATTGAAATIECIETICGGAATGGACATAGATAC- - - - - - -
- TGAAGAT- CGGAGEGCTTGCACT - - - -CTGTGAAACAAGATA
-AATTGA- - - - - - - - - - FTACCTTCG- - - GGTATGAAGTTAGG

-AGATGAA-TTTGGIEGCTITGCACC- - - - AGATGAAACTAGATA
-AGATGAR - TTTAGTGCTTGCACT - - - - AAATGAAACTAGATA
-AGATGAR- TTTAGEGCTTGCACT - - - - AAATGAAACTAGATTA
-AGCAGAA TTACTTC- -GGEAAGGACGCTGIG

-AGATGAA - TTTGGREGCTTGCACC - - - - AGATGAAACTAGATA
~AGCAGAA--------- FECACTTC- - - - GGRGAGEACECT GGG
-AGCAGAMW--------- CEGCTTC- - - - GGCAGTGACGCT GGG
-AACAGAT|- - - - - - - - - flcacmTC- - -
-AGCAGAT|- - - - ---- - FTAaCTTC- - -
-AGCAGAM|- - ------- FTACTTC- - -
-AACAGAT|- - - - - - - - - FTACTTC- - -
-AACAGAT|- - - - - - - - - FTACTTC- - -
-AACAGAM|- - - - --- - - FTACTTC- - -
-AACAGAT|- - - - - - - - - FTACTTC- - -

-AGTAGAT -ECACTTC-
-AACAGAT CFACHTC- - -
-AACAGAT CIFACTTC- - -
ACHEAATGAGTGCTTGCACT
AACAATGAGITGCTTGCACT
TAACCGATCCIEGCTTGCA
CGACAGAAGGTIGCTTGCACTGGAAGTFEGATRT
CGACCGAAGCIEGCTTGCA
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-GACGCTAGCGGCGGATGGGTGAGTAACACGT GGGCAATCTGCCC- TAAAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAA-TGACTGCTGCATGGCAGTTATTTGAAAGGCGGC - - GCA -
-GACGCTAGCGGCGGATGGGTGAGTAACACGT GGGCAATCTGCCC-TAAAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAA -CATGAATCGCATGATTCAAGTTTGAAAGGCGGC - - GCA -
-GACGCTAGCGGCGGATGGGTGAGTAACACGTGGGCAATCTGCCC-TAAAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAA -CATGAATCGCATGATTCAAGTTTGAAAGGCGGC- -GTA -
-GACGCTAGCGGCGGATGGGTGAGTAACACGT GGGCAATCTGCCC- TAAAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAA - CATGAATCGCATGATTCAAGTTTGAAAGGCGGC- - GTA -
- -AAGCTAGCGGCGGATGGGTGAGTAACGCGTGGGTAACCTGCCC-TTAAGTCTGGGATACCATTTGGAAACAGATGCTAATACCGGATAAAAG-CTACTTTCGCATGAAAGAAGTTTAAAAGGTGGC - - GTA -
-CAGGCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC-AAGAGATCGGGATAACACCT GGAAACAGATGCTAATACCGGATAACAA -CAGATGATGCCTATCAACTGTTTAAAAGATGGT - -TCT - -
- GAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGTAACCTACCC- TATAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAAAG- GAGAGATCACATGATTTCTTTTTGAAAGGCGGC - - GTA -
-CAAGCGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC - AAGAGACTGGGATAACACCT GGAAACAGATGCTAATACCGGATAACAA -CACTAGACGCATGTCTAGAGTTTAAAAGATGGT - -TCT - -
- CAAGCGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC-AAGAGACTGGGATAACACCTGGAAACAGATGCTAATACCGGATAACAA-CACTAGACGCATGTCTAGAGTTTGAAAGATGGT - -TCT - -
-CAAGCGAGCGGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC - AAGAGACTGGGATAACACCTGGAAACAGATGCTAATACCGGATAACAA -CACTAGACGCATGTCTAGAGTTTAAAAGATGGT|- -TCT - -
-GAAGTTAGCGGCGGATGGGTGAGTAACACGT GGGTAACCTACCC-TTAAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAGGAG-TATGAGCTGCATGGCTTATACTTTAAAGGCGGC - - GAA -
-CAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC- CATAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAACACTAGATCGCATGATCAGCTTTTAAAAGGCGGC - - GTA -
-AAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC-TTAAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAA - AGCAGTTCGCATGAACAGCTTTTAAAAGGCGGC - - GCA -
-AAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC - CAAAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAA - AGCAGATCGCATGATCAGCTTTTAAAAGGCGGC - -GTA -

-GACGTCAGTGGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC- TTAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAAAG-TTGAGATCACATNGTCTTAATTTGAAAGACGGC-CITTT -
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-AGCTGTCACTTTAGGATGAGCCCGCGGTGCATTAGCTAGTTGGTGAGG- TAACGGCTCACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGT GAAGAAGGATGTGAGTAGCAACTGGCTCATATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-AGCTGTCACTTTAGGATGAGCCCGCGGCGCATTAGCTAGTTGGT GGGG-TAAAGGCCTACCAAGGCAATGAT - GCG-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTCTTCGGATCGTAAAGCTCT -GTTGTTGGT GAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-AGCTGTCACTTTAGGATGAGCCCGCGGCGCATTAGCTAGTTGGT GGGG- TAAAGGCCTACCAAGGCAATGAT - GCG-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-AGCTGTCACTTTAGGATGAGCCCGCGGCGCATTAGCTAGTTGGTGGGG- TAAAGGCCTACCAAGGCAATGAT - GCG-TAGCCGAGTTGAGAGACTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGT GAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGCTGTCGCTAAAGGATGGACCTGCGATGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GCTATCACTCTTGGATGGACCTGCGGTGCATTAGCTAGTTGGTAGGG-TAACGGCCTACCAACGCGATGAT|-GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT|-GTTGTTGGT GAAGAAGGACAGGGGTAGTAACTGACCTTTGTTTGACGGTAATCAATTAGAAAGTCACGGCTAACTACGTG
-AGCTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG- TAACGGCTTACCAAGGCAACGAT -GCA-TAGCCGAGTTGAGAGACTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGT GAAGAAAGATAGTGAGAGTAACTGCTCATTATTTGCCGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GCTATCACTCTTGGATGGACCTGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAATGAT|-GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT|-GTTGGTAGT GAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGAAAGTCACGGCTAACTACGTG
-GCTATCACTCTTGGATGGACCTGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAATGAT|-GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT|-GTTGGTAGT GAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGAAAGTCACGGCTAACTACGTG
-GCTATCACTCITTGGATGGACCTGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAATGAT|-GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGT GAAGAAGGGTTTCGGCTCGTAAAGCTCT - GTTGGTAGT GAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACCTAGAAAGTCACGGCTAACTACGTG
-AGCTGTCACTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGACGAT -GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATATAGGTAGTAACTGGCCTATATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-AGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG- TAAAGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGG- -TTCGGCTCGTAAAGCTCT -GTTGGTAGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-AGCTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG- TAACGGCCTACCAAGGCAGTGAT - GCA-TAGCCGAGTTGAGAGACTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGACCGTAAAGCTCT -GTTGTTGGT GAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-AGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAGAG-TAACGGCCTACCAAGGCAATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG

-GGTGATGACGTTGGG- AACGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC-CATAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAA -AGCAGATCGCATGATCAGCTTATAAAAGGCGGC- -GTA- -AGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAGGG-TAACGGCCTACCAAGGCAATGAT -GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAATGACGCTGGG- GACGCGAGCGGCGGATGGGT GAGTAACACGT GGGGAACCTGCCC- CATAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAA - AGCAGATCGCATGATCAGCTTATAAAAGGCGGC- -GTA - -AGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGAT GAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCAGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAATGACGCTGGG- GACGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC- CATAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAA - AGCAGATCGCATGATCAGCTTATAAAAGGCGGC- -GTA - -AGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAAT GAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAATGACGTTAGG- AAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC-CATAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAAGAA -AGCAGATCGCATGATCAGCTTTTAAAAGGCGGC- -GTA- -AGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAAAGGCTTACCAAGGCGATGAT -GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAATGACGTTGGG- AAAGCGAGCGGCGGATGGGT GAGTAACACGT GGGGAACCTGCCC-CTAAGTCTGGGATACCATTTGGAAACAGGTGCTAATACCGGATAAGAA - AGCAGATCGCATGATCAGCTTTTAAAAGGCGGC- -GTA - -AGCTGTCGCTAAGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAACGAT -GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAATGACGCTGGG- AAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC-CTAAGTCTGGGATACCATTTGGAAACAGGTGCTAATACCGGATAATAA - AGCAGATCGCATGATCAGCTTTTGAAAGGCGGC- -GTA - -AGCTGTCGCTAAGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGACGAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAATGACGTTGGG- AAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGGAACCTGCCC-CTAAGTCTGGGATACCATTTGGAAACAGGTGCTAATACCGGATAATAA -AGCAGATCGCATGATCAGCTTTTGAAAGGCGGC- -GTA- -AGCTGTCGCTAAGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGACGAT -GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTGATGACGCTGGG- AACGCGAGCGGCGGATGGGT GAGTAACACGT GGGTAACCTGCCC- TAAAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAA - CAATAGCTGCATGGCTATTGCTTAAAAGGCGGC- -GTA - -AGCTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGACGAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCCCTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAGTGACGTTTCG- GAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGTAACCTGCCC-TTAAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAA - CAAGTGCTGCATGGCACTTGCTTGAAAGGCGGC- -GCA- -AGCTGTCACTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAACGAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
-GGTAGTGACGTTTCG- GAAGCGAGCGGCGGATGGGTGAGTAACACGT GGGTAACCTGCCC-TTAAGTCTGGGATACCATTTGGAAACAGGTGCTAATACCGGATAACAA-CATTGATCGCATGATCGATGCTTGAAAGGCGGC- -GTA- -AGCTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAACGAT -GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAAT GGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTG
CAGCGGTCAA - AGTGCGAGT GGCGAACGGGTGAGTAACACGT GGGCAATCTGCCC - AAAAGTGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATCAACC- GGCTGACCGCATGGT CGGCCGGGCAAAGACGGC- -GTC- -AGCTGTCGCTTTTGGATGAGCCCGCGGCGTATTAACTAGTTGGTAAGG-TAACGGCTTACCAAGGTGATGAT -ACG-TAGCCGAACTGAGAGGTT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGTATGAAGAAGGTCTTCGGATCGTAAAATACT -GTTGTCAGAGAAGAACACGTGATAGAGTAACTGCTATGACGCTGACGGTATCTGACCAGCAAGTCACGGCTAACTACGTG
CAGCGTTTTA - AGTGCGAGT GGCGAACGGGTGAGTAACACGT GGGCAATCTGCCC- NAAAGTGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATCAACC- GACTGACCGCCTGGT CGGTCGGGCAAAGACGGC- -GTC- -AGCTGTCGCTTTTGGATGAGCCCGCGGCGTATTAACTAGTTGGTAAGG-TAACGGCTTACCAAGGTGATGAT -ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGTATGAAGAAGGTCTTCGGATCGTAAAATACT -GTTGTCAGAGAAGAACACGGGATAAAGTAACTATTGTKCCGCTGACGGTATCTGACCAGCAAGTCACGGCTAACTACGTG
GGTGACGTTA - - ATG- GACGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCAACCC - TGAAGCGGGGGATAACCTTTGGAAACAGAGGCTAATACCGCATAGTTTATCGCGACCTCCTGGTCGCAATAATAAAGACGGC- -TTC- -GGCTGTCACTTYAGGACAGACCCGCGGCGTATTAGCTAGTTGGT GGGA -TAAAGGCCTACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT|-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACGCT -GTTGTTGGAGAAGAACCGGGGGTAGAGTAACTGTTATCCCCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG

-GGCTGTCACTTAAGNATGGACCCNCGGCGTATTAGCTAGT TGGTGAGA - TAATAGCCCACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGGAGAAGAACAGGGACTAGAGTAACTGTTAGTCCTTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG

GTGGACGTTG- - AT T - GACGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTACCC-TTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACCA-TITCAGACCACATGGT CTGAATGTAAAAGACGGC-CTTT - -GGCTGTCACTTTTGGACGGACCCGCGGCGTATTAGTTAGTTGGTAAGG-TAACGGCTTACCAAGACAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT -CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTAGGATCGTAAAACTCT -GTTGTTGGAGAAGAACAGGGACTAGAGTAACTGTTAGTCCTTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG

- -TAAGAGTAGAGGTGCTTGCACTGA - - AACGATIT - - AACAAT - GGAACGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTACCC-TATAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAA - CGATAATCACATGATTAACGTTTGAAAGATGGC - -GTA - -AGCTATCACTAAAGGATGGACCTGCGGCGTATTAGTTAGTTGGTAAGG-TAACGGCTTACCAAGACGATGAT -ACG-TAGCCGACTTGAGAGAGT GAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTATTGGAGAAGAAGGATGAGGTAAGTAACTGTACTTCATTTGACGGTACCCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATTGAAGATGCTTGCATCCG- -ATTGACGATGGTTTA - CCGATGAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCC- AGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAGGTC-ATTTGACCGCATGGT CAAATGATTAAAGATGGC- -TCT - - -GCTATCACTTCTGGATGGACCTGCGGCGTATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT -ACG-TAGCCGAGTTGAGAGACTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGCGAAGAAGGTCTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACACGGGT GAGAGTAACTGTTCACCTGTTGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTG

-CAGTTIEGCGGTGGIGCTITGCATC -

-TAATGAA -TGARGEGCIETGCACT
-AAATGAA -TGCGGTGCTTGCACC- - - AAGTGATTTTAGAGCG

- GTGAGCGGCGGATGGGT GAGTAACACGT GGGTAACCTGCCT - CTAAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAATC-CTCAAACCACATGGTTTNAGGCTGAAAGGCGCC- -TTC-

- -ACCAATTACCGATT - AAACCGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC-TTCAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAACCA - CGGAGACCGCATGGTCTCCGGGTAAAAGATGGC- -GAA- -AGCTATCACT GAGGGATGGACCCGCGGCGTATTAGCCAGTTGGT GGGG- TAATGGCCTACCAAAGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGT GAAGAAGGCTTTCGGGTCGTAAAACTCT -GTTATTGAAGAAGAACGTGTGT GAGAGTAACTGCTCATGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTG
-AATGATTTTTGGATTCGGAGCGAGT GGCGAACTGGTGAGTAACACGTGGGTAACCTGCCC - CGAAGCGGGGGATAACATTTGGAAACAAGTGCTAATACCGCATAATTAGT TGGAACCGCATGGTTCCAACTTGAAAGATGGC- -TCT - --GCTATCACTTTGGGATGGACCCGCGCCGTATTAGTTAGTTGGT GAGA -TAAAAGCCCACCAAGACGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAGACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GATGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAAAGAAGAACAAGTGTTAGAGTAACTGTTAACACTTTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
TAATTGATTACTTC- - - -GGTATGATTTTTCTA-AAATCGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC-TTAAGTAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAACC-TCAGAAACACATGTTT CTGAGTTGAAAGGCGGC--TTTCGAGCTGTCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTTGAAGGCTCACCAAGGCAGT GAT|-ACGTTACCCGACCTGAGAGGTTIGATICCGGCCACATTGGGACTGAGACACGG-CCCAAACTCCCTACGGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT|-GTTGTTGGAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
GAATGAYTTAAGA - GCGGTGAGTGGCGGATGGGT GAGTAACACGT GGGTAACCTGCCT|- TCTAGCAGGGGATAACATCT GGAAACAGGTGCTAATACCGTATAAATC-GTCAAACCGCATGGTTTGACGCTGAAAGGCGGC- -TTC--GGCTGTCACTAGAAGATGGACCCGCGGTGCATTAGTTAGTTGGT GAGG- TAAAGGCCCACCAAGACCGT GAT - GCA-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCNNAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCT GATGGAGCAACGCCGCGT GAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT -GTTGTTGAAGAAGAACACTAGTGAGAGTAACTGTTCATTAGTTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG

-GGCTGTCATTTAGAGATGGACCCGCGCCGTATCAGCTAGTTGGTGAGG- TAATGGCTCACCAAGGCAATGATATCG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT - CATACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGCTTTCGGGTCGTAAAACTCT -GTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG

-AAATGAA-TGCGGTGCTTGCACC- - - AAGTGATITTTAGA - - - - GCGGTGAGCGGCGGATGGGTGAGTAACACGT GGGTAACCTGCCT|- CTAAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAATC-CTAAAACCACATGGTTTTAGGCTGAAAGGCGGC--TTC- -GGCTGTCACTTAGAGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAATGGCTCACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGCTTTCGGGTCGTAAAACTCT -GTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG

-TACCGA

GIGCTTGCACTCA

TTTGGA - AAGGCGAGT GGCGGACGGGT GAGTAACACGT GGGCAACCTACCC-TAGAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAA-TTTGAACCTCATGGTTCGAATTTAAAAGATGGT - -TTC- -GGCTATCACTTTAGGATGGGCCCGCGGCGTATTAGCCAGTTGGT GGGG-TAAAGGCCTACCAAAGCTATGAT| -ACG-TAGCCGACCTGAGAGGGTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT|-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCT GATGGAGCAACGCCGCGT GAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTATCGGAGAAGAATAGGGGTAAGAGTAACTGTTTACCTCCTGACGGTATCCGACCAGAAAGCCACGGCTAACTACGTG

-AATTGATTGATGGTGCTTGCACCTG- -ATTGATTTTGGTCGC- - CAACGAGTGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCC- AGAAGCGGGGGACAACATTTGGAAACAGATGCTAATACCGCATAACAA-CGTTGTTCGCATGAACAACGCTTAAAAGATGGCTTCTC- - -GCTATCACTTCTGGATGGACCTGCGGTGCATTAGCTTGTTGGTGGGG-TAACGGCCTACCAAGGCGATGAT -GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGGACTGAGACACGG-CCCATACT|-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTAAAGAAGAACACGTATGAGAGTAACTGTTCATACGTTGACGGTATTTAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATTGATGGTGCTTGCACCTG- -ATTGACGATGGATYA - CCAGTGAGTGGCGGACGGGT GAGTAACACGTAGGTAACCTGCCC- CGGAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAA - CAAAAKCCRCATGGCTTTTGYTTGAAAGATGGC- -TTT - - GGCTATCACTCT GGGATGGACCTGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCAYGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGAAATGACGTGCTTGCACAGA - -ATGGACGTTGGATTC- CCAGTGAGCGGCGGACGGGT GAGTAACACGTGGGCAACCTGCCC- CAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAGTT - GGAAAACCACATGGTTTTCCCATCAAAGATGGT - -TTC- - GGCTATCGCTTTGGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACT GAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTGGAGAAGAACGTGCGTAAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTG
-AACAGAAATGACGTGCTTGCACTGA- -TTTGACGTTGGATTC- CCAGTGAGCGGCGGACGGGTGAGTAACACGT GGGCAACCTGCCC- CAAAGCGGGGGATAACATTITGGAAACAGGTGCTAATACCGCATAACTT - GGAAAACCACATGGTTTTCCAATAAAAGATGGT - -TTC- - GGCTATCACTTTGGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACGTGCGTAAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATATGACGTGCTTGCACTGA- -ATTGACGTTGGATTA - CCAGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCC-TGAAGTGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAA - CGAAAACCACATGGTTTTCGTTTCAAAGATGGT - -TTC- - GGCTATCACTTCAGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATATGACGTGCTTGCACTGA- -TTTGACGATGGATTA - CCAGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCC- TGGAGCGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATGACTA - CTAAAACCACATGGTTTTAGTATAAAAGAAGGC- -TTC--GGCTTTCACTCTAGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGT - TTCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATATGACGTGCTTGCACTGA- -TTTGACGATGGATTA - CCAGTGAGCGGCGGACGGGTGAGTAACACGT GGGCAACCTGCCC-TGGAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAATAA -TCAAAACCACATGGTTTIGATTTCAAAGATGGC- -TTC- -GGCTATCACTCCAGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCGATGAT - GCA-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGAAGAAGAACGTGCGT GAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATTGAACGTGCTTGCACGGA - -CTTGACGTTGGTTTA - CCAGCGAGT GGCGGACGGGTGAGTAACACGTAGGTAACCTGCCC- CAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAA-TTTGAATCGCATGATTCAAATTTAAAAGATGGC- -TTC- - GGCTATCACTTTGGGATGGACCTGCGGCGCATTAGCTTGTTGGTAGGG- TAACGGCCTACCAAGGCTGTGAT -GCG-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTG

-AACTGATTGACGATGCTITGCATCAG- -ATIEGACGTTGGAT T

-CTAACGAGT GGCGGACGGGT GAGTAACACGTAGGTAACCTGCCC- AGAAGCGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAA-TTCAAATCGCATGGTTTGAATTTAAAAGATGGC- -TCT - -

-GCTATCACTTCTGGATGGACCTGCGGCGCATTAGCTTGTTGGTAGGG-TAATGGCCTACCAAGGCAGTGAT|-GCG-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGGACTGAGACACGG-CCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT|-GTTGTTGAAGAAGAACGTGCATGAGAGTAACTGTTCATGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTG

-GACTGATTGATGATGCTTGCATCAG- -ATTGACGACGGTTTA - CTAACGAGT GGCGGACGGGTGAGTAACACGTAGGCAACCTGCCC-AGAAGCGGGGGACAACATTTGGAAACAAGTGCTAATACCGCATAACAA - CGAAAACCGCCTGGTTTTICGTTTAAAAGATGGT - -TTC- - GGCTATCACTTCTGGATGGGCCTGCGGCGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAGTGAT -GCG-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-GCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGT -ACGGTATTCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATTGACGGTGCTTGCACCTG- -ATTGACGTTGGATTA - CCAACGAGT GGCGGACGGGTGAGTAACACGTAGGCAACCTGCCC-AGAAGCGGGGGACAACATTTGGAAACAAGTGCTAATACCGCATAAATC-CTCAAACCGCATGGTTTGAGGCTGAAAGATGGT - -TTC- - GGCTATCACTTCTGGATGGGCCTGCGGCGCATTAGCTTGTTGGTGGGG- TAACGGCCTACCAAGGCTATGAT -GCG-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGAACTGAGACACGG-TCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCT -GTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTG
-AACTGATTGAAGAAGCTTGCTTCTG- -ATTGAAGCTCATTTG- - - AGTGAGT GGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC-TAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAAAC-CTAGCACCGCATGGTGCAAGGTTGAAAGATGGT - -TTC- - GGCTATCACTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGTGAGG- TAAAGGCCCACCAAGACTGTGAT - GCA-TAGCCGACCTGAGAGGGTAAT - CGGCCACACTGGGACTGAGACACGG-CCCAGACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGGAGAAGAATGTATCTGATAGTAACTGATCAGGTAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
- -TTAGATTGAAGGAGCTTGCTCCTG- -ATTGATAAACATTTG- - - AGTGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC-TAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAAAC-CTAACACCGCATGGTGTAGGGTTGAAAGATGGT - -TTC- - GGCTATCACTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGTGAGG-TAAAGGCTCACCAAGACCGTGAT - GCA-TAGCCGACCTGAGAGGGTAAT - CGGCCACACTGGGACTGAGACACGG-CCCAGACT - -CTGCGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGGAGAAGAATGTATCTGATAGTAACTGATCAGGTAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG

TAGAT TGAAGAAGCTTGCHTCTG

ATTGATAACATT - TGAGT GAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC-TAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAAAC-CTAGCACCGCATGG-AACAGGTTGAAAGATGGT - -TTC- -GGCTATCACTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGTGAGG-TAAAGGCT CACCAAGACCGT GAT|-GCA-TAGCCGACCTGAGAGGGTAAT|- CGGCCACACTGGGACTGAGACACGG-CCCAGACT-CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT|-GTTGTTGGAGAAGAACGTATTTGATAGTAACTGATCAGGTAGTGACGGTATCGAACCAGAAAGCCACGGCTAACTACGTG
TAGATAGAAGAAGCTTGCTTCTG- - ATTGAT - - -AACATT - TGAGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC- TAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAAAC-CTAGCACCGCATGGT GCAAGGTTGAAAGATGGT - -TTC- -GGCTATCACTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGT GAGG- TAAAGGCTCACCAAGACCGTGAT - GCA-TAGCCGACCT GAGAGGGTAAT - CGGCCACACTGGGACTGAGACACGG-CCCAGACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCT GATGGAGCAACGCCGCGT GAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGGAGAAGAACGTATTTGATAGTAACTGATCAGGTAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG

-THTTGAACGATGGTGCTTGCACCGG- - AGTGATTAAACATTT - - GAGTGAGCGGCGGATGGGTGAGTAACACGT GGGTAACCTGCCC-TAAAGTGGGGGATAACATTTGGAAACAAGTGCTAATACCGCATAACAA -CATTTACCACATGGTTTATGTTTGAAAGATGGT - -TCT - - -GCTATCGCTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGTGAGG-TAACGGCTCACCAAGACCGTGAT - GCA-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATGCGT GAGAGTAACTGTTCATGTATTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAGCGAACTCTGGT - - AACTGAACGATGGGTGCTTGCACCGG- - AGTGATGAT - ACATT - TGAGT GAGCGGCGGATGGGT GAGTAACACGT GGGTAACCTGCCC- TAAAGTGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAA-CATTTACCACATGGTTTATGTTTGAAAGATGG- - -TTC--TGCTATCGCTTTAGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAACGGCTCACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATGCGT GAGAGTAACTGTTCATGTATTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG

7777777 GATGACCGAAGCTTGCTTC- - - - - - - ARGAATCACA[T
------- GAAGATTGAAGCTTGCTTC- - - - - ATGATT CAGACCR[T

------- GCTTGCTTC- - - - -THGATTCAGATCT

7777777 GCTTGCTTC- - - - - THGATTCAGACCHT
------- GAAGATTGAAGCTTGCT(TC- - - - - ATGATT CAGACCR[T
------- GAAGATTGAAGCTTGCTTC- - - - - ATGATT CAGACC[T
7777777 GAAGATTGAAGCTTGCTTC- - - - - ARGATT CAGACCHT

-TRCTGATTGACGGTGCTTGCACCTA - -ATIEGACGA - GACART
-TIRTCGATTGAAGGTGCTTGCACTAG- - ATIEGAAAA - AACART
-TIRCTGARTGACGGIGCTTGCACCAG- - ATIEGACGA - GACART
-TIRTAGARTGATAGTIGCTTGCACTGG- - ATIEGATAA - GACART
-TIFAAGGATCAAGGTIGCITTGCACC GAGAGAATTAAAAA
-AATTGARTCTTAGEGCTTGCACTAA - - GAIRGARTTTGGATCC

------ GEGCTTGCACT - - - - - - - - - CACCGTAAGA
------- GCTTGCATC- - --------ACCGBTAAGA
7777777 TACACCGAATGCTTGCATT- - - - - - - - - -CACCGTAAG

-TAATGATAGTTGATGCTTGCATTAG- -CTIEGACTT - AAGT[FA

-TGAGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC - AAAAGTGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAA-CTACTTTCACATGATCGTAGCTTAAAAGATGGC- -TCFT - -

- - -GGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC - AGAAGTGGGGGATAACATTTGGAAACAAGTGCTAATACCGCATAACAA-CTTAGATCACATGATCTTTGTTTAAAAGATGGT - -TTT -
- GGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC - AGAAGTGGGGGATAACATTTGGAAACAAGTGCTAATACCGCATAACAA-CTTAGATCACATGATCTTTGTTTAAAAGATGGT - -TTT -
-GGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC - AGAAGTGGGGGATAACATITGGAAACAAGTGCTAATACCGCATAACAA-CTTAGATCACATGATCTETGTTTAAAAGATGGT - -TTT -

- GGTGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC - AAAAGTGGGGGATAACATCT GGAAACAGGTGCTAATACCGCATAACAA-CTACCTTCTCATGATCGTAGCTTGAAAGATGGC- -TCTT -
- GGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC - AAAAGTGGGGGATAACATTTGGAAACAAGTGCTAATACCGCATAACAA-CTACTTTCACATGATCGTAGCTTGAAAGATGGC- -TCTT -
- GGAATGAGT GGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC - AGAAGNGGGGGATAACATTTGGAAACAGATGCTAATGCCGCATAAAAA-TCAAAACCACAGGGTTCCGATTCAAAAGATGGCCTTTG-
- GGAATGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC - AAAAGTGGGGGATAACATTTGGAAACAAATGCTAATACCGCATAATAG-TTAGAACCGCATGGTTCTAATTTGAAAGATGGT|- -TTC-
- GAAGTGAGT GGCGAACGGGTGAGTAACACGTGGGTAACCTGCCC-TAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAA -CGAAAACCACATGGTTTTCGCTTGAAAGATGGT - -TTC -
-TAGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGC AAGAGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAA -CGAAAACCACATGGTTTTCGCTTGAAAGATGGT - -TTC -
- GAAACGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTACCC- TAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACGA - ACGAAACCACATGGTTTCGTTCTGAAAGATGGC - - GTA -
- -GACTGAGTGGCGAACTGGTGAGTAACACGTGGGTAACCTGCCC - AGAAGAAGGGGATAACACCIT GGAAACAGATGCTAATACCGTATAACAA - CAAGAACCACATGGTTCTTGTTTGAAAGCTGGCCTTTG -
-AATTCGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCC - AAAAGAAGGGGATAACATTTGGAAACAAATGCTAATACCGTATAACCA-TGATGACCGCATGGTCATTATGTAAAAGGTGGT - -TTT -
-AAGTTGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC - AGAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATATCTC-TAAGAACCGCATGGTTCTTAGATGAAAGATGGT|- -TCT -
-AAGTTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCT - AAAAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATATCTC-TAAGGATCGCATGATCCTTAGATGAAAGATGG- --TTC-
-GCAGCGAGTGGCGAACTGGTGAGTAACACGT GGATAACCTGCCC- AGAAGAAGGGGATAACACCT GGAAACAGATGCTAATACCGTATAACAA -CGAAAACCACATGGTTTTCGTTTGAAAGATGGCCTTTG-

-GGTGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC-TAAAGTGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAA -CAGTCTTCACATGATCACTGTTTAAAAGATGGC- -TCTT - -

-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAACTCTGGT - - - -ATTGAT - - -TGGTACTTGTATC- - - - - ATGATTTACATTTG- - - AGTGAGT GGCGAACTGGTGAGTAACACGT GGGAAACTTGCCC - AGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAACAA-CTTGGACCGCATGGTCCGAGTTTGAAAGATGGT - -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAACTCTGGT - - - -ATTGAT - - - TGGTGCTTGCATC- - - - - ATGATTTACATTTG- - - AGTGAGT GGCGAACTGGTGAGTAACACGT GGGAAACCTGCCC- AGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAACAA-CTTGGACCGCATGGT CCGAGTTTGAAAGATGGC- -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAACTCTGGT - - - -ATTGAT - - -TGGTGCTTGCATC- - - - - ATGATTTACATTTG- - - AGTGAGT GGCGAACTGGTGAGTAACACGT GGGAAACCTGCCC - AGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAACAA-CTTGGACCGCATGGTCCGAGTTTGAAAGATGGC- -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAACTCTGGT - - - - - - - AATGATTGGIGCTTGCATC- - - - - ATGAATTACATTTG- - - AGTGAGT GGCGAACTGGTGAGTAACACGT GGGAAACCTGCCC - AGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAACAA-CTTGGACCGCATGGTCCGAGTTTGAAAGATGGC- -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGT/CCCGGT - - - TGATGAAGTTGAGTGCTTGCACTTG- -ATTGATTC-AACTTG- GTGACGAGT GGCGAACTGGTGAGTAACACGT GGGTAACCTGCCC - CGAAGCGGGGGATAACATTTGGAAACAGGTGCTAATACCGCATAACAA - CCAAAACCACCTGGTTTTGGTTTGAAAGACGGC- -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTTGGT - - -CAATGAAGTTGAGTGCTTGCATTTA- -ACTGATTT - GACATT - AAGACGAGTGGCGAACTGGT GAGTAACACGTGGGTAACTTGCCC - CGAAGCGGGGGATAACATTTGGAAACAGGTGCTAATACCGCATAACAA-CAAAAACCACATGGTTTTITGTTTAAAAGATGGT - -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTTGGT - - -CAATGATTTTAGGTGCTTGCACTTG- - AATGATTT - GACATT - AAGACGAGT GGCGAACTGGT GAGTAACACGT GGGTAACCTGCCCTTGAAGTAGAGGATAACACTTGGAAACAGGTGCTAATACTGCATAACAA - CGAAAACCGCCTGGTTTTCGTTTGAAAGATGGC- -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTICTTGGT - - - TATCGAAGGGAAGTGCTTGCATTTC- -CTTGACTT - AACATT - GAGACGAGT GGCGAACTGGTGAGTAACACGT GGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CCAAARCCCCATGRYTTTGGTTTAAAAGATGGC- -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTTGGC- - -CAATGATTTCAGGTGCTTGCACTTG- - - AAAGATTTGACATT - GAGACGAGT GGCGAACTGGT GAGTAACACGT GGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CCAAAACCACCTGGTTTTGGTTTAAAAGACGGC--TTC-
-GACG-AACACTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTTGGT - - -TATTGATGTTAAGTGCTTGCATTTA- -ACTGATTT - AACATT - GAGACGAGT GGCGAACTGGT GAGTAACACGT GGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CCAAAACCACCTGGTTTTGGTTTAAAAGATGGC- -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTTTCCGT - - -TATTGATTTTAGGTGCTTGCATTTG- - AATGATTT - - AACAC - GAAACGAGT GGCGAACTGGTGAGTAACACGT GGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CCAAAACCACATGGTTTTGGTTTAAAAGATGGC- -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTCCGT - - -TAATGATTTTAGGTGCTTGCACTTG- - - AAAGATTTAACATT - GAGACGAGT GGCGAACTGGT GAGTAACACGTGGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CCAAAACCACCTGGTTTTGGTTTAAAAGACGGC--TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTTGGT - - -TATTGATTTCAGGTGCTTGCACTTG- - AATGATTT - AACATT - GAGACGAGT GGCGAACTGGT GAGTAACACGT GGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CCAAAACCACATGGTTTTGGTTTAAAAGATGGT - -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTICTTGGT - - - TAATGATGTTAGGTGCTTGCATTTA - -ACTGATTT - AACATT - GAGACGAGT GGCGAACTGGTGAGTAACACGT GGGTAACCTGCCC - TGAAGTGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAA - CGAAAACCACATGGTTTTCGTTTGAAAGATGGC- -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCGTCTTGGT - - -TAAAGATTTTAGGTGCTTGCATTTA - -AATGATTT - AACATT - GAGACGAGT GGCGAACTGGT GAGTAACACGT GGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CTCAAACCACATGGTTTGAGTTTGAAAGATGGC- -TTC -

----- GTGCTTGCACT - ------GATTTCAACATT - GGAACGAGTGGCGAACTGGTGAGTAACACGT GGAAAACCTGCCC- AGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CAAAAACCGCATGGTTTTTGTTTGAAAGGTGGC- -TTC-

————— GTGCTTGCACT-------GATTTYAACATT - GGAACGAGT GGCGAACTGGTGAGTAACACGT GGAAAACCTGCCC- AGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CAAAAACCGCATGGTTTTTGTTTGAAAGGTGGY - -TTC-

----- GTGCTTGCACT - ------GATTTCAACATT - GGAACGAGTGGCGAACTGGTGAGTAACACGT GGAAAACCTGCCC- AGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CAAAAACCGCATGGTTTTTGTTTGAAAGGTGGC- -TTC -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCATCCCGTT - - -AAATGAA- - - - - GTGCTTGCACG- ---GATTTTAACATC- - GGATGAGT GGCGAACTGGT GAGTAACACGT GGGTAACCTGCCC - AGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CAAAAACCGCATGGTTTTITGTTTGAAAGGTGGT - -TTC -
-GACG-AACGCTGGCGGCATGCCTAATACATGCAAGT CGAACGAGCTTCCGT|- - TGAATGAC- - - - - GITGCTTGCACT - - - - - - - GATTTCAACAAT - GAAGCGAGT GGCGAACT GGTGAGTAACACGT GGGGAATCTGCCC - AGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CAAAATCCGCATGGATTTTGTTTGAAAGGTGGC- -TTC -
-GACG-AACGCTGGCGGCATGCCTAATACATGCAAGT CGAACGAGCTTCCGT - -TGAATGAC- - - - - GITGCTTGCACT - - - - - - - GATTTCAACATT - GAAGCGAGT GGCGAACTGGT GAGTAACACGT GGGTAACTTGCCC - AGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CAGAAACCGCATGGTTTCTGTTTGAAAGGTGGT - -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAAGCTTTICT -TTCACCGA- - - - - - AFGCTTGCATTCA- - - ------- CCGAAAG-AAGCTTAGTGGCGAACGGGTGAGTAACACGTAGGCAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACCA-TGAACACCGCATGATGTTCATGTAAAAGACGGC- -TTT -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGTTCTGAT - - -TATTGAA - - - AGGTGCTTGCATC- - - - - THGATTT - -AATTT - TGAACGAGTGGCGGACGGGT GAGTAACACGTGGGTAACCTGCCC- TTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAATC - CAAGAACCGCATGGTTCTTGGCTGAAAGATGGC - - GTA -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGTTCTCGT - - - - - - TGATGATCGGIGCITGCACC- - - - - - - GAGATTCAACAT - GGAACGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC-TTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAGATC - CAAGAACCGCATGGTTCITTGGCTGAAAGATGGC- - GTA -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGTTCTCGC- - - - - - TGATGATCGGITGCITGCACC- - - - - - - GAGATTCAACAT - GGAACGAGT GGCGGACGGGT GAGTAACACGT GGGTAACCTGCCC-TTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAGATC- CAAGAACCGCATGGTTCTITGGCTGAAAGATGGC- - GTA -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGTTTTGGT - - - - - - CGARGAACGGTGCTTGCATC- - - - - - - GTGATTCAACTT - AAAACGAGT GGCGGACGGGTGAGTAACACGT GGGTAACCTGCCC- TTAAGT GGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAATC - CAAGAACCGCATGGTTCTTGGCTGAAAGATGGC - - GTA -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAAGCTTCTTTATCACCGA- - - - - - GIGCTTGCACT - - ------- CACCGATAAA-GAGCTTAGTGGCGAACGGGTGAGTAACACGT GGGCAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACCA-CAGTTACCGCATGGTAACTGTGT GAAAGGTGGC - -TAT -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAAACTTCTTTATCACCGA- - - - - - GTGCTTGCACT - CACCGATAAA-GAGTTGAGTGGCGAACGGGTGAGTAACACGT GGGCAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACCA-TAGTTACCGCATGGTAACTATGTAAAAGGTGGC - -TAT -
-GATG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAAACTTCTT - - - - - - TAFCACCGAGTGCTITGCACT - - - - - - - - - CACCGATAAA - GAGTTGAGT GGCGAACGGGT GAGTAACACGT GGGCAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACCA -TAGTTACCGCATGGTAACTATGTAAAAGGTGGC - - TAT! -
-GATTGAACGCT GGCGGCGTGCCTAATACATGCAAGT CGAACGCATTGTTCT - -TCACCGA- - - - - - GEGCTTGCACTCACCGAAGAC- - - - - - ------ AATGAGT GGCGAACGGGTGAGTAACACGT GGGTAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATTT - GTCAAACCGCATGGTTTGATAATGAAAGACGGC - -GTA -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTITTTCTI - - - - - - - - ATCACCGTAGCITGCTAC- - - ------- ACCGATAAG- AAATTGAGT GGCGAACGGGT GAGTAACACGT GGGTAACCTGCCC-TAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATATCTC-TTAGAACCGCATGGTTICTGGGATGAAAGGTGGC - -GTA -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTTTCA------ - - ATCATCGTAGCFTGCTAC- - - - - - - - - - ACCGATTGA - AAATTGAGT GGCGAACGGGT GAGTAACACGT GGGTAACCTGCCC - AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACCA - TGATGACCGCATGGTCATTATGTAAAAGATGGT - -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAAGCTGTTT - ------ - - FAACTGGEGCITGCACC- - - - - - - GACTTAAACAAC- - - - - TGAGTGGCGAACGGGT GAGTAACACGT GGGTAACCTGCCC- CAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACCA-CAGAAACCACATGGTTTCTGTGT CAAAGATGGT - -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGAGACTTTTE - - - ATTTGAT|- - - - - - - GCIRGCATC - - - - - - - - -- - - TTTTAAA-AAGTTGAGT GGCGAACGGGTGAGTAACACGTGGGTAACCTGCCT - TAAAGTGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACCA -TCAAAACCGCCTGGTTTTGATGTTAAAGATGGT|- -TCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCAGAATTTC- - -CACCGA- - - - - - GITGCTTGCACTCACCGGAAARTC:- - - - - - - - - - -~ TGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAA - CAAAAACCGCCTGGTTTTTGTTTCAAAGATGGT - -TTC-
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAGTTTCTT - - -CATCGA- - - - - - GIGCTFTGCACTCA---------- CCGAAGA - - AACTGAGTGGCGAACGGGTGAGTAACACGT GGGTAACCTGCCC- AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAA -CAAAAACCGCCTGGTTTTTGTTTAAAAGATGGT - -TTC -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAAATCTTT - - -CACCGA- - - - - - AFGCTEGCATTCA- - -------- TCGAAAG- -ATTTGAGTGGCGAACGGGT GAGTAACACGTGGGTAACCTGCCC- AGAAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA-CAAAAACCGCCTGGTTTTTGTTTAAAAGATGGT - -TCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAAAACTTR|- - -CTCTGA- - - - - - GIGTTCGCACTCG- - -------- CTGAAAG- -ATTTGAGTGGCGAACGGGT GAGTAACACGTGGGTAACCTGCCC - AGAAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CAAAGACCGCATGGTCTTTGTTTAAAAGATGGT|- - TCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAAAACTTT - - -CACCGA- - - - - - GITGCTFTGCACTCA---------- CCGAAAG- -TTTTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCC - AGAAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA -CAAAGACCGCATGGTCTTTGTTTAAAAGATGGT - -TCT -
GAACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAAAACTTT|- - -CACCGA- - - - - - GTGCTTGCACTCACCGAAAGTT - - - - - - - ----- TGAGTGGCGAACGGGTGAGTAACACGT GGGTAACCTGCCC - AGAAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAA - CAAAGACCGCATGGTCTTTGTTTAAAAGATGGT|- -TCT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGT CGAACGCAAAACTTR|- - -CACCGA- - - - - - AFGCTTGCATTCA- - - - ----- CCGAAAGT - - -TTTGAGTGGCGAACGGGT GAGTAACACGT GGGTAACCTGCCC - AGAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATAA - TAAAAACCACATGGTTTTTATTTGAAAGATGGT - - TAT -
-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCAAAACTITT- - - CANCGA - - - - - - ARGCTTGCATTCACCGGAAGRTT - - - - - - - - - - - - TGAGTGGCGAACGGGT GAGTAACACGTGGGTAACCTGCCC- AGAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAA - TAAAAACCGCATGGTTTTTATTTAAAAGATGGT - -TTT -

N bl o SRR LR it

-GACG-AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGCTTTCCT+TTAACTGATT+TAGGTGCTTGCACCTGCCA+TGATTTCGATATT - GAAGCGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAAGTGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAA-CAAAAACCGCATGGTTTTTGTTTGAAAGATGGCCTTTC-

-GCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGT GAGG-TAAAGGCTCACCAAGGCAATGAT|-ACG-TAGCTGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACAGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGT GAGTGAAGAGGGTTTTCGGATCGTAAAACTCT|-GTTGTTGAAGAAGAACATGCGT GAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCTCTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAATAGCTCACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATATGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCTCTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAATAGCTCACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGAC - GAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATATGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCTCTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAATAGCTCACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAAT GGACGAAAGTCTGATGGAGCAATGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATATGT GAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-GCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAAAGGCTCACCAAGGCGATGAT|-ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGT GAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAATATGCGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGT TGGTGAGG- TAATAGCT CACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCGGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATGCGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGT GAGG- TAATAGCTCACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAAT GGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACATGCGT GAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-TGCTATCATTTCTGGATGGACCCGGGGCGTATTAGCTTGTTGGTAAGG-TAACGCCTTACCAAGGCAATGAT -ATG-TAGCCGAACTGAGAGGTTGAT - CGGCCACAATGGGAGTGAGACACGG-CCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACGTATCTAAGAGTAACTGCTTAGGTAGTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTTGGATGGACCCGCGGCGTATTAGTTAGT TGGTGAGG- TAATGGCTCACCAAGACAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACAATGGGACTGAGACACGG-CCCATACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATACCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACGTATGTGATAGTAACTGATCATGTAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAATGAT - GCA-TAGCCGAGCTGAGAGGCTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACGTATCT GAGAGTAACTGTTCAGATAGTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTAGGATGGACCCGCGGTGCATTAGCTAGATGGT GAGG- TAAAGGCTCACCATGGCAATGAT - GCA-TAGCCGAGCTGAGAGGCTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAA- -TCT -GTTGTTAAAGAAGAACGTATCTGATAGTAACTGATCAGGTAGTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-AGCTATCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAACGGCTCACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT - GTTATCGGAGAAGAACGTATCTGGTAGTAACTGGCCAGGTAGTGACGGTATCCGATCAGAAAGCCACGGCTAACTACGTG
-TGCTAGTGCTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGT GAGA -TAATAGCTCACCAAGGCAATGAT - ACG-TAGCAGACCTGAGAGGGTAAT - CTGCCACAATGGGACTGAGACACGG-CCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAGAGAAGAACAGCCGT GAGAGCAACTGCTCACGGTATGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTG
--GCTATCGCTTTTGGATGGACCCGCGGCGTATTAACTAGTTGGTAGGG-TAACGGCCTACCAAGGTGATGAT -ACG-TAGCCGAGTTGAGAGACTGAT - CGGCCACAATGGGACTGAGACACGG-CCCATACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAATGAAGAAGGTCTTCGGATCGTAAAATTCT -GTTGTTAGAGAAGAATATGAGTAATAGTAACTGATTATTCACTGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTG
--GCTATCGCTTCTGGATGGACCCGCGGCGCATTAACTAGTTGGTGGGG- TAACGGCCTACCAAGGTGATGAT - GCG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTCITTCGGATCGTAAAGCTCT -GTTGTTAGAGAAGAACACTGATGAGAGTAACTGTTCATCAGTTGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTG
-TGCTATCGCTTTTAGATGGACCCGCGGCGTATTAACTAGTTGGTGGGG-TAACGGCCTACCAAGGTGATGAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTCTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACACGAGT GAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTG
-TGCTATCGCTTTTGGATGGATCCGCGGCGCATTAGCTAGTTGGTGAGA - TAAAGGCTCACCAAGGCAATGAT -GCG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAGAGAAGAACGGGCGT GAGAGTAACTGCTCACGTCGCGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTG
-GGCTATCACTTCTGGATAGTCCCGCGGCGCATTAGCTAGATGGT GAGG- TAACGGCT CACCATGGCAATGAT - GCG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGT GGGG-TAACGGCTCACCATGGCAATGAT - ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGT GGGG-TAACGGCTCACCATGGCAATGAT - ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGT GAGG- TAACGGCT CACCATGGCAATGAT - ACG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTGTCACTTTGGGATGGACCCGCGGCGTATTAGCTAGTTGGT GAGG-TAACGGCTCACCAAGGCGATGAT - ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACGGGTGTICAGAGTAACTGTTGACATCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTGGGATGGACCCGCGGCGTATTAGCTAGT TGGTGAGG- TAATGGCT CACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGT GATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACGGGTGTCAGAGTAACTGTTGACATCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCGCTTTAGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAACGGCT CACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACGGGTGTCAGAGTAACTGTTGACATCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGT GAGG- TAACGGCTCACCAAGGCAATGAT - ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAAT GGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACGGGTGT GAGAGTAACTGTTCACATCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTGTCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGG- TAACGGCCTACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACCGTTGTCAGAGCAACTGTTGACAGCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGG- TAACGGCCTACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACAGGT GTGAGAGTAACTGTTCACATCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGG- TAATGGCCTACCAAGGCAATGAT - ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GATGAAGGGTTTCGGCTCGTAAAACTTCTGTTGTTGGAGAAGAACAGGTGTICAGAGTAACTGTTGACATCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTGTCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGG- TAACGGCTTACCAAGGCGATGAT -ACG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACAGGTGTCAGAGTAACTGTTGACATCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTGTCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGG- TAACGGCCTACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACAGGTGTCAGAGTAACTGTTGACATCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTGTCACTTTTGGATGGACCCGCGGCGTATTAGCTTGTTGGT GAGG-TAACGGCTCACCAAGGCCATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAAT GGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACAGGTGATAGAGTAACTGTTATCATCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTGTCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTGAGG- TAACGGCTCACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGATGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGGAGAAGAACAGGT GTGAGAGTAACTGTTCACATCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTCTGGATGGTTCCGCGGCGCATTAGCTTGT TGGTGGGG- TAACGGCTCACCAAGGCGATGAT - GCG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAATGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGAAGAAGAACGGGTGTCAGAGTAACTGTTGACATCGTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTCTGGATGGTTCCGCGGCGCATTAGCTAGTTGGT GAGG-TAAAGGCCCACCAAGGCAATGAT -GCG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGAAGAAGAACGGGTGTICAGAGTAACTGTTGACATCGTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTCTGGATGGTTCCGCGGCGCATTAGCTAGT TGGTGAGG- TAAAGGCCCACCAAGGCAATGAT -GCG-TAGCCGACCTGAGAGGGTAAT|- CGGCCACATTGGGACTGAGACACGG-CCCAGACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGT GAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTGAAGAAGAACGGGTGTCAGAGTAACTGTTGACATCGTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGT TGGTGGAG- TAACGGTTCACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTCTGGATGATCCCGCGGCGTATTAGTTAGTTGGT GAGG- TAAAGGCCCACCAAGACGATGAT - ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACACCTTTGAGAGTAACTGTTCAAGGGTTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTCTGGATGGACCCGCGGCGTATTAGTTAGTTGGT GAGG-TAAAGGCCCACCAAGACAATGAT -ACG-TAGCCGACCTGAGAGGGTAAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGT GAAGAAGGGTTTCGGCTCGTAAAACTCT -GTTGTTAAAGAAGAACACTTCTGAGAGTAACTGTTCAGAAGTTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTG
-TGCTGTCACTTTTGGATGGGCCTGCGGCGTATTAACTTGT TGGTGGGG- TAATGGCCTACCAAGGTGATGAT - ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAATGAAGAAGGCCTTCGGGTCGTAAAATTCT - GTTGTCAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGTATTGACGGTATCTGACCAGAAAGCCACGGCTAACTACGTG
-AGCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG-TAACGGCTCACCAAGGCAATGAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGCTTTCGGGTCGTAAAACTCT -GTTGTTGGAGAAGAATGGTCGGCAGAGTAACTGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-AGCTATCGCTTTTGGACGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAATGGCT CACCAAGGCGATGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGCTTTCGGGTCGTAAAACTCT -GTTGTTGGAGAAGAATGGT CGGCAGAGTAACTGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-AGCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGT TGGTGAGG- TAATGGCT CACCAAGGCGATGAT -ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGCTTTCGGGTCGTAAAACTCT -GTTGTTGGAGAAGAATGGTCGGCAGAGTAACTGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
-AGCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGT GAGG-TAACGGCTCACCAAGGCGATGAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGCTITTCGGGTCGTAAAACTCT -GTTGTTGGAGAAGAATGGT CGGCAGAGTAACTGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTG
--GCTACCGCTTTTGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGG- TAAAGGCTTACCAAGGCAATGAT - GCG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGT GGGTGAAGAAGGTCTTCGGATCGTAAAACCCT -GTTGTTAGAGAAGAAAGTGCGTGAGAGTAACTGTTCACGTTTCGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
--GCTACCGCTTTTGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGG- TAAAGGCTTACCAAGGCAATGAT - GCG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGT GGGTGAAGAAGGTCTTCGGATCGTAAAACCCT -GTTGTTAGAGAAGAAAGTGCGTGAGAGTAACTGTTCACGTTT CGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
--GCTACCGCTTTTGGATGGGCCCGCGGCGCATTAGCTAGTTGGT GGGG-TAAAGGCTTACCAAGGCAATGATGGCG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAAT GGGCGAAAGCCTGATGGAGCAACGCCGCGTGGGT GAAGAAGGTCTTCGGATCGTAAAACCCT -GTTGTTAGAGAAGAAAGTGCGT GAGAGTAACTGTTCACGTTTCGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
-AGCTGTCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAAAGGCCCACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTGAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGT GAAGAAGGTTTTCGGATCGTAAAGCTCT - GTTGTTAGAGAAGAATGTAGGTAAGAGTAACTGTTTACCTAGT GACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
-AGCTATCACTTTAGGATGGACCCGCGGCGTATTAGCTTGT TGGTGGGG- TAATGGCCTACCAAGGCGATGAT - ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAATGAAGAAGGCCTTCGGGTCGTAAAATTCTNGTAGTTAGAGAAGAACATGCAGGAGAGTAACTGTTCTTGTATTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTTGGATGGACCCGCGGCGTATTAACTTGTTGGT GGGG-TAACGGCCTACCAAGGTAATGAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTCTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACATGCGAGAGAGTAACTGTTCTTGTATTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTGGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGG- TAATGGCTTACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCCCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTCAGAGAAGAACGTGTGCGAGAGTAACTGCTCGTGCAGTGACGGTATCTGGCCAGAAAGCCACGGCTAACTACGTG
--GCTATCGCTTTAAGATGGACCCGCGGCGTATTAGCTAGT TGGTGAGG- TAATGGCTTACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTCAGAGAAGAACGTGTGTGAGAGTAACTGTTCACGCAGTGACGGTATCTGACCAGAAAGTCACGGCTAACTACGTG
-GGCTGTCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGG-TAACGGCTTACCAAGGCAGT GAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTGTGT GAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
-GGCTATCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGG- TAACGGCTTACCAAGGCAGTGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGT GAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
- -GCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGT TGGTGAGG- TAATGGCT CACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGT GAGG-TAATGGCTCACCAAGGCAATGAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTGTGT GAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG- TAATGGCTCACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGT TGGTGAGG- TAATGGCTCACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTTGAT| - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGT GAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
--GCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGG-TAATGGCTTACCAAGGCGATGAT - ACG-TAGCCGAACTGAGAGGTTGAT - CGGCCACATTGGGACTGAGACACGGCCCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGT GAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTAGAGAAGAACGTATGT GAGAGTAACTGCTCATGTAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG
- -GCTATCACTTICTGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGG- TAAAGGCTTACCAAGGCAATGAT -ACG-TAGCCGAACTGAGAGGTITGAT|- CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG- AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCT - GTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGCTCATGCAGTGACGGTATICTAACCAGAAAGCCACGGCTAACTACGTG

GGCTATCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGG-TAACGGCTTACCAAGGCAATGAT -ACG-TAGCCGACCTGAGAGGGTGAT - CGGCCACATTGGGACTGAGACACGG-CCCAAACT -CCTACGGG-AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCT -GTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGTTCACGTATTGACGGTAT+CAACCAGAAAGCCACGGCTAACTACGTG




