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Fig. S1 Fluorescence images of untreated cells (A, C) and TNFa-stimulated cells (B, D) after
standard immunostaining (A, B) and our selective-release-based immunostaining (C, D).
TNFa stimulation was performed by adding 50 ng/ml TNFa for 30 min at 37°C. Selective
release was performed by 0.05% saponin for 10 min at room temperature. Scale bar =100um.
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Fig. S2 The optimization of conditions (saponin concentration and treatment duration) for
maximal differentiation of untreated and TNFa stimulated cells using selective-release-based
immunostaining and flow cytometry. TNFa stimulation was conducted by incubating cell
with 50 ng/ml TNFa at 37°C for 30min. Fluorescence histograms were obtained after
selective-release-based immunostaining and flow cytometric screening. (A) Various saponin
concentrations used when the treatment duration was 10 min. (B) Various treatment durations
used while the saponin concentration was 0.05%.



