Ly

=570 CTCARTCREG AARCTHTTRE ARPNTTOGAR CRAATTATTAR TTRAATTTER AARARICATT TRATTTCAAR ATCTTTTRAAR

-490 GATTTTASAS GITATTAAADL ARARASAANS ARAASIARAR TUCARARARS AAMTCTRTAN AETCCRAAAT CARATAATTT

— . B—— . - TAG..
250 AAPAPARXTT PARATTRAAA ARRIPATTAT ANTRATTATR ATRATRARNAA (TBETAGTEAT AATRATGAAN ATRKTTAAN
__________ STAGEBO . - < S

-170 ATEGATAREC TRARAATEGA ATTTTTTTTT TTTTTTTTTT TTTTATTAAT TTTTTTTANT AXTGTAITTT a3

+70 TIRATTTACT TTTTTITITT TATTAATHRIT ATATTITTIT TTTTITTITT TTTTTTIRIA TTTTESTITT TTTCATTAIT

+150 TATTATATTA TTATTTTITT CATCAATAAR TTAATATTIC TTTOIRTTTC TTTTIATHIT ATTCATTAAR AAARIPAANE
MET
+230 TAMAAAAARS AACRAANTAR AMAAAAAANT ARANTANTAA AN AANTTAA AARAMRATVIS AFCAARAMNS ANIT



Figure 8. EMSA probes in the gp-2 promoter sequence.

The sequence of the gp2 promoter is represented here. Like most
Dictyostelium promoters, it shows an 88% AT bias. Three sets of repeat elements
known as the TA-, TAG- and C-boxes are underlined. The position of the start site
of transcription is indicated by an arrow. Translation of the gp-2 mRNA is initiated
from the ATG (italicized). Sequences within the boxed regions were used to design
oligonucleotides for EMSA. The names of these oligonucleotide probes are shown

above the boxes.
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