


F
ig

u
re 8

.  E
M

S
A

 p
ro

b
es in

 th
e gp-2 p

rom
oter se

q
u

en
ce.

T
he sequen

ce of the gp2 prom
oter is represented here.  L

ike m
ost 

D
ictyostelium

 prom
oters, it show

s an 88%
 A

T
 bias.  T

hree sets of repeat elem
ents 

know
n as the T

A
-, T

A
G

- and C
-boxes are un

derlined.  T
he position of the start site 

of transcription is indicated by an
 arro

w
.  T

ranslation of the gp-2 m
R

N
A

 is initiated
 

from
 the A

T
G

 (italicized). S
equences w

ithin the boxed regio
n

s w
ere u

sed
 to

 design 

oligonucleotides for E
M

S
A

.  T
he nam

e
s of these oligonucleotide probes are show

n 

above the boxe
s.
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