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BEWA_047350 EMA10  (1) MMTKSLFGVAVFTYFAVSSVFAAAQPSPQELKPVAGPDGLQGPIGPVGKGLTAKTIAKPDPGSARELSSGANSTHDRESTGKPEESERRYDGPGSAGFCPGGPTNPSAFI 
BEWA_026850 EMA1   (1) MI--SKSFAFVFASIAISSILAEEEKPKASG--------------------AVVDFQLESIDHVTIDKQSE-E---HIVYTAHEGYAVEKVKEGDSVIKTFDLKEQTPKT 
BEWA_017320 EMA2   (1) MLSKSFAGVFTLAYLAVSGIFADEAPKVSG---------------------AVVTLGATTLDHITVDDTTAG----KVVYTAHSGYAVEKVVDGDKVVKAFDLKVDAPRS 
BEWA_034340 EMA3   (1) MMTKSLFGVAAFTYFAISSVFAEEAAKPKFTG-------------------LVLDVNKEIIDHVAVESTGIDD-QIATVFAAHRDFAIEKVVDGEKIIKTFDLSKQTPER 
BEWA_028210 EMA4   (1) MAARPLFALLSLASWAVCSAVAEEAAKPRPEG-------------------IILDISKEAMDHVTVESTGDEYGVTKTTFTIHEGYAAETVADGSKMISMFNLEFKSPRR 
BEWA_042700 EMA5   (1) MIAKSVLGAIALIYLATSGVVSAEKKKKKSEKKGSESKAGK----------ASVNVNKDVIEHVTVTPNEDGT---VVLFTAHEGYSIEKVFEGSTFITKFNLEAYSPKS 
BEWA_052710 EMA6   (1) MLSKSFVAILSLACLTVTEASAKNTPKVVG---------------------TVVDISKDAVDHVKIEPEDDGN---TVIFSLKDGYAAEKVVDGSETIKTFDLEKHAPKY 
BEWA_016670 EMA7   (1) MV-KSLLRASAVVFLALSGVFAKGDVRYLP---------------------VTVDISNYMLNQPNLFVKVDSE---EVVFNAQEGHAIERVVNGDEVIRTFDLSQEAPKT 
BEWA_045350 EMA8   (1) MRAT---SLILVISLAISGTLAAKVHNCSS---------------------ATVNIANDVNEQYNVITKVDEN---HIVYTTAEGYAFKKVVDNLVEVATFDLKATSPKT 
BEWA_034050 EMA9   (1) -------------------------------------------------------------------------------------------------------------- 
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BEWA_047350 EMA10(111) HTCNPKDKLYAALLSPQYSGHAEQLGTGAASVDPVASNKAHVEEAEDKISSSRQEGADPQPGPKPGEGKEEEVGDVGDRDVEIQQKLEEDKPLSLVQASGLPGPPRPETD 
BEWA_026850 EMA1  (85) VVRHIKDNKPYVVIAVESALHLVLKKDGD--------------------------------------------------------KWVELEVAEFYQEVLFKGF------ 
BEWA_017320 EMA2  (86) VTTHLKEDKHYLTVCVVPALHLAFKKEGD--------------------------------------------------------AWVEMPLADLYEQVLFKGR------ 
BEWA_034340 EMA3  (91) VEKHVKGDKIFVVITVDPALRLAFKKEGD--------------------------------------------------------AWVEMPLADFYEELVFKGL------ 
BEWA_028210 EMA4  (92) VEKYVVGDRMFVVITVEPALCLSFEKDSG--------------------------------------------------------WWVGIPIYYFYEQVLFKGL------ 
BEWA_042700 EMA5  (98) VTKHMKNGKIYVTAAVENALHLAYKKDGD--------------------------------------------------------KYEEMPIIDFYEEVLLKGR------ 
BEWA_052710 EMA6  (87) ITKHIQDGKAYLVIVVEAAYHLAFKKE-K--------------------------------------------------------EWTSIDITAFHESVFFKGF------ 
BEWA_016670 EMA7  (86) VVKHIDDNYVIVSINVEPSLNLAYKHNGD--------------------------------------------------------RFVEMDITEFYETVFFKGL------ 
BEWA_045350 EMA8  (84) VTKYLIDDGIYVTVAMEPSQHFAYKKRGN--------------------------------------------------------EYVKLNLVEFYENVLFKDF------ 
BEWA_034050 EMA9   (1) ----------------------------------------------------------------------------------------------------MKGL------ 
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BEWA_047350 EMA10(221) QGEDGQADETQGKDTKGAVGEENSTASQHGSGAQNQGHTPTEEPPAATSSTAVDQSQLQPEALGAVELAGQTASTALPEAPQQPDGPSPPANITQGNAQGE//(118)// 
BEWA_026850 EMA1 (133) --------EAVSVDLAAAVS-DKFTETTFGSGKKHTFKAPGKRVLKVVDGKTELIDGDNEVVLDLELFVSSDNKVARVVYLYKGDG-----RIKEIFLK----------- 
BEWA_017320 EMA2 (134) --------EEVVGDLDKHEDTALFGSEAFGSGKKHTFTATGKKISKVTFGDHVLVDGSYEVFLGLTVYAHGDKKVATVWYLYKPDA-----RIKEVFFE----------- 
BEWA_034340 EMA3 (139) --------SGVAVDLDKFADGSLFSAAEFGSGNKHTFSAAGKRASKVTFGEKDLLDGNNEVILDVFVFVSGDKKVAKVVYLYKGDG-----RIKEIFFQ----------- 
BEWA_028210 EMA4 (140) --------EGIVIDLEKFADGSLFSAAEFGSGKKHVFKAPGKRILKVVYDENVPLIASEGVVLGLTVYANGEKKIAQVIYIHKEWETRRESRIKEVFFQ----------- 
BEWA_042700 EMA5 (146) --------EVATVDLEKLEG-PLFTVTTFGSGKKHTFSSEKKRVGKLVADDDTLIKGEEEFVTELCVFVGGEKSVARVVYLYKGDS-----RIKEVFFQ----------- 
BEWA_052710 EMA6 (134) --------ESIVLDLEKFVDSSLFSVEAFGSGEKYAFEAPNKRASKVVSADKDVVSGDDKLILDACVYAKGDSMIATVWYIYKPDG-----RIKEVFFQ----------- 
BEWA_016670 EMA7 (134) --------ENVVVDLDAFSTSGYFSSSDFGPGKMYEFEIPSRRISKLVAGNTVLVSGVDELLLGVVVHVNGDRKVATVWYVFKPDG-----RIKEIFFQ----------- 
BEWA_045350 EMA8 (132) --------EKVTIDADKCESAVYFDASSFGSGKMYEFPSSLKRPLKVMSAGKQILGVPKEVLIDVVIYVSGSDKILRIGYVSRDDS-----RIKEVFYQ----------- 
BEWA_034050 EMA9   (5) --------EAVTIDLD--EPYEEFISSVFGYGKSYSWPFTKKRVGKIVFGEAVILSGKYEVIIELTIFTRGEIKVAKIVYIYKPDD-----RIKEIFYE----------- 
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BEWA_047350 EMA10(441) KTDGSAATVVQPAPRVDVTTAAKIRNGMNSSFSADYKAVYDGFSASHVFSAIAVVFAVALFY 
BEWA_026850 EMA1 (218) -------LVEKAWKRVEVKDAAETLHGINSTFPADYKVVYDGFSVYGALLAVAAIAFSTLF- 
BEWA_017320 EMA2 (220) -------KAGDSWVRVDVTAAAKILNGINPSFSADYKTQYDGFSVYGVFSAVAVVFAVALFY 
BEWA_034340 EMA3 (225) -------LVDKAWTRVEVKAAATVLHSIDSSFPADYKTVFDGFSAYGVFSAVAAVFAVALFC 
BEWA_028210 EMA4 (231) -------KTEEDWVKVDAKAAATVLHDMNPEFPADYKTVYDGFSVSGVFLAITTILAVALFC 
BEWA_042700 EMA5 (231) -------KTEEGWTRVEVDTAAEILHSIDSTFSADYKTIYDGFSAYSVFFAVLAIAFSTVF- 
BEWA_052710 EMA6 (220) -------KTEDGWTRVDVTTAAKVLNGMNPDFSTDYKTVYDGFSVSHVFFVAFAIAFSTLFF 
BEWA_016670 EMA7 (220) -------LINRTWTRVDTKTAAEALHFINPNFSVGYKPIYDGFSVACVSFTLIAIAFAVLY- 
BEWA_045350 EMA8 (218) -------KVRTYWSPVTVSAAAKVLHAMNSAFPADYESLYDGCPVLTVLFSVAALALFVLFQ 
BEWA_034050 EMA9  (89) -------RRSDDWVRVDIPIAAKVINKIEPFFSVDYKTIYDGFSAYGVFSVVIATFALVLFH 
 
 
 


