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permission for data plots

James Jacobberger <jwj@case.edu>
To: rsinghan@vt.edu

Hi Rajat,

Yes, of course you have my permission.

Best,
Jake

James W. Jacobberger, Ph.D.

Professor, Oncology

Associate Director, Shared Resources

Director, Cytometry & Microscopic Imaging Core
Case Comprehensive Cancer Center

Case Western Reserve Medical School

Case Western Reserve University

10900 Euclid Avenue

Cleveland, OH 44106

On 4/12/2011 2:43 PM, Rajat Singhania wrote:

Dear Dr. Jacobberger,

Tue, Apr 12,2011 at 2:57 PM

The Graduate School here at VT would like to see an e-mail saying that you give me permission to
publish your RKO flow cytometry data (scatter plots with Cyclin A, Cyclin B and DNA) in my dissertation.

Please reply as soon as you get a chance.
Thanks & Regards,

Rajat



